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MUTATION OF Ki-ras ONCOGENE IN HUMAN LUNG CANCER
DETECTED BY POLYMERASE CHAIN REACTION
(PCR) AND OLIGONUCLEOTIDE HYBRIDIZATION

Qin Yang Sun Zhilin Zhao Jiansheng Sun Ning

(Deps. of Biockemistry, Wess China University of Medical Sciences)

Bu Hong Liu Kaifeng
(Dept. of Pathology, West China University of Medical Sciences)

ABSTRACT

The frequency of oncogene Ki-rasl2 (Val), Ki-rasl3 (Cys) mutation was studied in
paraffin embedded sections obtained from 50 human lung cancer by in witro amplification
of target sequences via polymerase chain reaction (PCR) and selective oligonucleatide hybr-
idization. 13 samples (26% ) contained Ki-ras mutation. 3 carcinomas exhibited 2 distint
Ki-ras mutation. The Ki-ras mutation was present in adenocarcinoma, squamous cell carcin-
oma, adenosquamous carcinoma, well differentiated, moderately differentiated, poorly diffe-

rentiated human lung cancers.

Key words Human lung cancer, Ki-ras mutation, PCR
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Fig. 1 Ultraviolet absorption speetrum of
purified glueose isomerase from Streptomyces
ahygroscopicus
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Fig. 2 Infraed spectrum patterns of
native solid glucose isomerase from
Steptomyces ahygroscopicus
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Table 1 Amino acid composition of glu-
eose isomerase from Streptomyces ahygros-
copicus compared with that from other

sources
Am;ﬁn%%ﬁ%ﬁﬁ;ﬁgpmtein
s
Amﬁ%%cid (g/100g)
A B C D

Asp 8.12 9.90 9.10 13.10
Thr 3.03 4.00 4.40 5.05
Ser 1.81 1.80 2.80 3.85
Glu 12.72 9.80 11.40 11.10
Gly 6.24 4.10 3.60 3.80
Ala 9.84 6.90 4.80 5.68
Met 1.30 1.80 2.00 2.25
1le 3.95 2.90 3.50

Leu 11.28 8.50 8.20 9.55
Tyr 3.13 2.60 | 5.80 5.94
Phe 7.77 6.20 7.20 8.86
Lys 2.93 2.70 | 6.40 8.80
His 2.54 2.60 3.10

Arg 7.14 9.70 5.30 5.92
Pro 4.83 3.80 2.10 2.66
Trp 0.90 2.20 2.30 1.55
NH, 2.29 0.95 1.52 1.25

Half-Cys 0.79
Total 95.91 84.45 | 87.70 99.59

A: Rk BAMEERARE
Glucose isomerase from Strepromyces chygros~
copicus;

B: M- BHBETAERLE
Glucose isomerase from Streptomyces olivochr~
omogenestsly

C: AR RITE R SRS
Glucose isomerase from Bacillus strearotherm-
opkilust®y;

D: BRFRFENEER LR

Glucose isomerase from Bacillus coagulans.
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Fig. 4 Determination of the molecular

weight of glueose isomerase by polyacryl-

amide gel electrophoresis in a continuous
molecular sieve gradient
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Fig. 5 Patterns of glucose isomerases by
SDS-polyacrylamide gel electrephoresis
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CHARACTERIZATION OF THE PURIFIED GLUCOSE ISOME-
RASES OF STREPTOMYCES AHYGROSCOPICUS

Li Xiaoping Huang Youmei
(Lanzhou Institute of Chemical Physics, Academia Sinica, Lanzhon 730000)

Zhang Feng Su Pu
(Biochemistry Lab of Institute of Traditional Chinese Veterinary Medicine,

Chinese Academy of Agriculiural Sciences)

ABSTRACT

Some enzymatic properties of the purified glucose isomerase of Sireptomyces akygrosco-
picus were examined by means of different methods, such as ultraviolet spectrum (UV), in-
frared spectrum (IR), amino acid composition analysis and polyacrylamide gel electrophore-
sis (PAGE), sodium dodecyl sulfate polyacrylamide gel electrophoresis (SDS-PAGE),0.2mm
thin-layer electrophoresis (TLE).

The Streptomyces ahygroscopicus glucose isomerase was found to consist of one subunit
by SDS-PAGE. The molecular weight of the enzyme determined by polyacrylamide gel ele-
ctrophoresis in a continuous molecular sieve gradient method was 49700. The pl/ of the en
zyme determined by 0.2mm thin-layer electrophoresis method was 5.2. Large differences
were found in the amino acid composition compared with the enzymes from other sources.
Key Words Streptomyces ahygroscopicus subsp. thermophilus, glucose isomerase, en-

zywuatic properties, glucose
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