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The Inhibition of BIU87 Cell Proliferation and
TGFax mRNA Expression by an TGFa Anti-
sense Oligodeoxynucleotide. Sun Congmei.
Wang Dong. Zhou Airu. (Department of Bio-
chemistry, Beijing Medical [University, Beijing
100083). Prog. Biochem. Biophys. (China).
1994:21(5) : 429—432

Two 23-mer unmodified oligodeoxynucleotides
have been synthesized. one to hybridize with
the region across the transcription initiation
site of TGFa ¢cDNA called antisense. and the
second with an identical base composition, but
the nucleotide sequence randomized. The ran-
dom oligodeoxynucleotide was used to control
for any non-specific effects of the
oligodeoxynucleotides. TGFa antisense inhib-
ited cell proliferation and DNA synthesis from
31% to 44% and 25. 8% to 88. 0% respective-
lv. This effect 1s specific and dose-responded.
However. at the same condition. the inhibi-
tion by random is only 10% to 17% and 17%
to 27%. This effect i1s not dose-responded. By
RNA dot blot analysis, theadditionof 3 umol / L
TGFa antisense and random upon BIU87 cells
resulted in 61.4% and 42.5% inhibition in
TGFe mRNA expression respectively. These
results suggested that TGFa may play an im-
portant role in the proliferation of BIU87 cell
line and provide a rational basis for the devel-
opment of selective cancer therapeutical ap-
proaches.

TGFa
(transforming growth factora). BIUS87 cell.

Key words oligodeoxynucleotide.

antisense oligodeoxynucleotide

Purification and Renaturation of Recombinant
Fusion Protein IL6/1L2. Zhao Chunhua. Ling
Shigan. Mao Ning. Tang Peihsien. (Unstitute
of Basic Medical Science, AMMS, Beijing
100850). Prog. Biochem. Biophys. (China).
1994;21(5): 432—435

The expressed CH925 was aggregated into in-
clusion bodies (IB) in E. coli cytoplasm. The
IBs were isolated by centrifugation and sonica-
tion. CH925 were refolded and reoxidated in a
glutathione redox system following denatura-
tion of the IBs in 7mol/L guanidine hydrochlo-
ride. The specific activities of I1.2 and IL6 as-
sayed by CTLI.-2 and 7TD1 cell line were 2. 2
X 10°U/mg and 2. 3X10°U/mg. respectively.
following renaturation. The renatured CH?Z5
DEAE-

Sepharose 6B column and Sephacryl ecolumn.

was  chromatographed  through
The active fractions were pooled and applied
to HPLC with reversed-phase C-18 column.
while CH925 was eluted through 10%—70%4
acetonitrile gradient. It showed only one pro-
tein peak and SDS-PAGE confirmed that the
purified CH925 was almost homogeneous.

Key words fusion protein IL6/IL2. denatu-

ration. renaturation. protein purification

Effects of C-17 Deletion in the Spacer on the
Strength of B-Lactamase Gene Promoter. Sun
Naien, Wang Yan, Xie Wei. Zhu Dexu. (Na-
tional Laboratory of Medicine Biotechnology:.
Department of Biochemistry, Nanjing Univer-
sity, Nanjing 210008). Prog. Biochem. i
phys. (China). 1994:21(5): 436—439

The C : G base-pair at position — 17 in the
spacer of B-lactamase gene promoter was re-
moved by restriction with BspH 1. partial fill-
ing-in with Klenow fragment, and trimming
with mung bean nuclease. The B3-lactamase ac-

tivities of both bacteria harboring the wild-



