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Abstract
computer model by replacing the deoxyribose
phosphate backbone in DNA with a peptide

backbone. Its binding to the complementary

A DNA analogue was designed 'in a

oligonucleotide = was observed with great
specificity. PNA'’s synthesis, hybridization and

its application in moleuclar biology etc. were

reviewed.
Key words peptide nucleic acid ( PNA),
oligonucleotides, antisense hybridization,
specificity
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Membrane protein topology is the
predicting the three-
dimensional structure. Many membrane protein
topologies have been determined by using several
experimental approaches such as chemical modi-

fication and fusion-protein approach. Studies on

membrane translocation and insertion have deter-
mined two possible inserting structural elements.
Statistical studies on membrane proteins with
known topology and engineering membrane pro-
tein topology indicate a universal positive inside
rule of helical-bundle proteins. Reliable strate-
gies have been developed to predict the topology
of membrane proteins, which is of great impor-
tance to reverse biology. But there is still a long
way to go to make three-dimensional structure
predictions.

protein, protein

Key words membrane

topology, structure prediction
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