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Expression and Purification of Recombinant
Receptor-associated Protein (RAP) of the Hey-

mann Nephritis Pathotigenic Epitope. Hu

Yingqing, Zhang Weisu, Zhu Aiping, Xia
Zhiyin ( Laboratory of Molecular Biology,
Nantong Medical College, Nantong 226001,
China) .
Abstract A recombinant expression plasmid
was constructed by inserting the cDNA encoding
mature receptor-associatéd protein (RAP) into
pGEX vector. High level intracellular expression
of the RAP gene was observed in the DHS5, bac-
teria transformed with the recombinant pGEX
vector after IPTG induction. The abundant GST
fusion protein constituted 39.4% the total cellu-
lar protein. The fusion proteins were purified
from bacterial lysates by using GST-Sepharose
4B affinity chromatography. The Western blot
analysis showed that the rabbit anti-RAP anti-
serum recognized an apparent mass of 44 ku band
from rat kidney microvillar protein. The high
level expression and rapid purification of RAP-
GST fusions was discussed.
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Application of RNase TCS in RNA Sequence
Analysis. Zhao Kun, Hua Ling ( Institute of
Biophysics, Academia Sinica, Beijing 100101,
China).

Abstract RNase TCS isolated from plant
Trichosanthes Kirilowii Maxim has a high
uracil-specific activity. In the absence of urea
and under conditions of pH3.5, 50T, it cleaves
almost exclusively and uniformly at -Np ¥ U-. In
conjunction with RNase T1, U, and limited
alkaline hydrolysis, the RNase TCS is useful in
direct enzymatic RNA sequence analysis.

Key words  Trichosanthes Kirilowii, RNase
TCS, RNA sequence analysis
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