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DNA sequences of human Y chromosome were
amplified and detected by in situ PCR in cul-
tured human small intestine cancer metastastic
ascites cell line cells. The results show that in
situ PCR is much more sensitive than in situ
hybridization.
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TTTTTT (AGC) G-3.
1.3 BFE4EERAET

% Higgins 1 Anderson 56K UV 29
PIBR 2/3, FART L4 8 30~ 11: 30 #EAT,
A S K B DAP A LR 5 R OK.
1.4 EEFBEEAFE RNA B912EL

% RNAgents Total RNA Isolation System
BeAESR T,  MOBrE ) 5 AL 2 2 HU RNA;
24 h Ja A BB, MOHT B 1 15 2R 4120 4
HU RNA.
1.5 mRNA Z5| &7
1.5.1  Je¥s PCR: 23 5l BLOE 8 R P2 JH
B RNA MR, HEAT Bk PCR. SBe sk ik
A 201 HU2 B RNA (0.2 ¢/L) . 2.54]
TS (20 Bmol/ L) « 6 B RNase free H»0,
A G 70C A 10 ming W EJE 1wl

RNasin (40 U/KI) . 4 B1 5 x R ¥ 22 pPifk

4 11 ANTPs (100 Bmol/L) . 0.5 I MLV Jz#%
SR (200 U/ZBL, JRAJE 37CRIV 2 hy X
ST 95°C, 5 min K.

DA e 55 7= ) BERR HEAT PCR, R N AK
20 M 8 Ml RREKY .1 M 5l
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Abstract

tomy is a complex process.

Fuchu Institute
Regeneration of liver after hepatec
[t has been thought
that there might be some growth factors and
genes which play important roles in this process.
In order to understand the regulatory mechanism
of liver regeneration at molecular level, the
changes in gene expression of regenerating liver
have been demonstrated by mRNA differential
display. As a result, four candidate cDNA frag-
ments were obtained, including one dowmr
regulated and three up-regulated. DNA sequenc
ing demonstrated that all of them were novel.
These sequences have been assigned the database
accession numbers in EMBL as below: X95721,
X95722, X95723, X97973.
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mRNA

sequencing of DNA

regulation of liver regeneration,

differential display, gene cloning,
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