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FERM. B 3 WoR T E B R € [ B i
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BAEAKEEHLIR A e sh DR AUESE, IXTCREEIA
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The Binding Change Mechanism and Rotational
Catalysis of ATP Synthase. ZHOU Jumrmei
( National Laboratory of Biomacromolecules,
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of Sciences, Beijing 100101, China).
Abstract

the ATP synthase has two central features. One

The Chinese Academy
The binding change mechanism for
is that the principle use of energy required for

ATP synthesis is to promote the release of

tightly bound ATP and the binding of Pi and



1998; 25 (1) S FES5EMEHERE

ADP in a manner competent to form bound
ATP. The second is that during net ATP forma
tion multiple catalytic sites on the synthase par
ticipate in strongly cooperative sequence. Rota
tion of the ¥ subunit in Fy is thought to deform

the catalytic sites to give binding change. When

Prog. Biochem. Biophys. 17 -
the crystal structure of the F\- AT Pase was even-
tually solved, direct evidences for rotation of
subunits during catalysis of Fi-ATPase were
provided.
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mechanism, rotational catalysis
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