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Abstract o Amidation is a critical post-transla
tional processing of many bioactive peptides in
the nervous and endocrine systems. PAM, a
bifunctional enzyme, with two catalytic domains

PHM and PAL, catalyzes the sequential twor
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step conversion of glycine extended peptides into
COOH-terminal amidated peptides. Alternative
splicing and tissue specific processing generate
multiple forms of PAM. As a ratelimiting
enzyme in biosynthetic pathway of peptides, lev-
els of PAM are tissue specific and under the reg-
ulation of hormones and developmental cues.
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Using X- Ray Diffraction to Study the Dynamic

Process of the Protein. YUAN Yuren
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Academy of Sciences, Shanghai 200032, China).

Abstract A brief introduction is given about the
application of X-ray diffraction to the study of
the dynamic process of the protein. Firstly, it
gives some description about using traditional
and Laue X-ray diffraction to study the dynamic

process of a protein in a reaction taking place in a
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few minutes. Secondly, it is about reaction syn-
chronization used to study the dynamic process of
a protein in a few seconds. By choosing
unmatchable substrate and unsuitable pH value,
by choosing temperature and pH value jumping
and by choosing metal ion and photochemical
induction, enzyme reaction can be activated
instantaneously.
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