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THU L AUX ) e e e e e e e
THU AUXP) e e e e e e e e e e e e e e e
[BOV_ AUXP] oot e e e e e e e e e e e e M "D 7SS GTATS TSP

321 400
[BOV_AUX]  ACTTATGTTACCTCCAGAATTATTGTGATGTCCTTTCCTCTGGACAGTGITGACATAGGATTCAGGAATCAGGTTGATGA
(HUCAUX) oo e e e e e e e e e GACAATGITGACATAGGATTCAGGAATCAGGTTGATGA
HU_AUXP) e DNV DT G F RN Q VDD
(BOV_AUXP} T Y V' T S R I''IT'V M S F P LD S V' DTG F R N Q VDD

401 480
[BOV_AUX] TATTCGAAGCITTTTGGATTCCAGACATCTTGACCACTACACGGTATACAATCTGTCGCCCAAGTCTTATCGAACTGCCA

{HU_AUX}]  CATTCCGAAGCTTTTTGGATTCCAGACATCITGACCACTACACAGTATACAATCTGICACCTAAGTCITATCGAACTGCCA
(HU_AUXP} 'I' RS F L DS RH L DHYTV YNILZSFPFK SYRTAHK
(BOV_AUXP} "T'R S "F'LL'D'S R HL'DHY TV Y NL S PK SYR T AK

481 560
{BOV-AUX]  AGTTTCACAGCAGGGICICAGAA TCCAGITGGCCCATCAGCCAGGCCCCCAGCCTGCACAACCICITICCTGTGTGTCGG
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{HU_AUX}  CITGTGAGGAAGACCACGCTACCCTAGTGAATCAGGAAAGTGAGCAATCAGATGA TGACCTTCTGCCACTTTCCAGTCCG
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HU_AUXP} "F M E LN D AW S E FE N QG Q K P L Y * ... i ..
(BOV_AUXP} "F M E "L "N DA W S E FE N Q G OQ K P L Y * . ...ooociiiiii...
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( National Laboratory of Medical Gengtics of
China , Changsha 410078, China). o

Abstract Auxilin is a molecular chaperon which
induces binding of Hsp70¢ to clathrin, playing
an important role in uncoating of coated vesicle
isolated from brain. Through integrated analysis
of public database such as dbEST, dbSTS, par-
tial cDNA sequence of human auxilin was identi-
fied and mapped to 1p31, between marker
D1S515 and D1S198. Totally 26 ESTs were

found to be part of human auxilin and used to

REEREM

. construct five contigs, which make totally 2.3

kb sequence and contains 501 bp coding
sequence. All the sequences obtained and the
corresponding putative translation showed high
homologous to bovine auxilin. At the same tirﬁe,
EST data indicate that human auxilin expressed
in several tissues at fetal stage, also in brain and
melanocyte at adult stage.
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expression, integrated data analysis
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