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Abstract

conserved subdomains (

POU domain proteins contain tow high
POUy and POUs) and
variable linker between them. POU proteins interact
with DNA by POUy and POUsg. In aid of the domain
flexibility and requirement of cofactors, POU pro-
teins exhibit very complicated ability to bind and
recognize DNA in function of regulator and transcrip-
POU

proteins take part in early embryogenesis, exert much

tion factors. In vertebrate and invertebrate,
regulation in cell lineage differentiation and neural
development.

Key words POU homeodomain proteins, proteim
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Abstract

expanding family of proto-oncogenes that express in

The Wnt genes belong to an ever

species ranging from Drosophila to man. Wnt
proteins, as well as other growth factors or signaling
molecules, have the characteristics of secreted growth
factors. As recently, a group of proteins in Frizzled
(Fz) family have been identified as the putative
receptors of Wnt family, several components are

implicated in the downstream of Wnt/Fz signaling

Prog. Biochem. Biophys. 121 -

pathway, such as Dishevelled, GSK3 ( glycogen
synthase kinase 3), APC ( adenomatous polyposis
coli) and B-catenin. This signal transduction pathw ay
plays a pivotal role not only in the formation and
organization of developing organs, but also in
biological tumorigenesis.

Key words Wnt, Frizzled, biological development,

oncogenesis
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