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Abstract

expanding family of proto-oncogenes that express in

The Wnt genes belong to an ever

species ranging from Drosophila to man. Wnt
proteins, as well as other growth factors or signaling
molecules, have the characteristics of secreted growth
factors. As recently, a group of proteins in Frizzled
(Fz) family have been identified as the putative
receptors of Wnt family, several components are

implicated in the downstream of Wnt/Fz signaling
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pathway, such as Dishevelled, GSK3 ( glycogen
synthase kinase 3), APC ( adenomatous polyposis
coli) and B-catenin. This signal transduction pathw ay
plays a pivotal role not only in the formation and
organization of developing organs, but also in
biological tumorigenesis.
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RNA-Protein Interactions. ZHANG Qing Shuo,
WANG Em-Duo ( State Key Laboratory of Molecular
Biology, Shanghai Institute of Biochemistry, The
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Abstract RNA-protein interactions play crucial roles
in many fundamental cellular processes. Recently
studies on RN A-protein interactions are getting con-
siderable progress with the improvement of techniques
and the appearance of new methods. Many proteimr
binding sites of RNAs have been characterized, some
RNA-binding domains of proteins have been found,
and the structural features of them have been investr
gated in detail. The results from above work can pro-

vide important information to understand the molecu

lar mechanism of RNA-protein interactions and the

related cellular processes.
Key words recognition, domain, RNA-binding
protein
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