1999; 26 (2) ML 5 IR R

gonadotropin production: its possible implication during pregnancy,
including implantation period. ] Clin Endocrinol Metab, 1995, 80
(4): 1449~ 1456

Bhatt H, Brunet L J, Stewart C L. Uterine expression of leukemia
inhibitory factor coincides with the onset of blastocyst implanta
tion. Proc Natl Acad Sci USA, 1991, 88 (24): 11408~ 11412

Laird S M, Tuckerman E M, Dalton C F, et al. The production
of leukemia inhibitory factor by human endometrium: presence in
uterine flushings and production by cells in culture. Hum Reprod,
1997, 12 (3): 569~ 574

Kojima K, Kanzaki H,
inhibitory factor in human endometrium and placenta. Biol Reprod,
1994, 50 (4): 882~ 887

Lavranos T C, Rathjen P D, Seamark R F. Trophic effects of
myeloid leukaemia inhibitory factor ( LIF) on mouse embryos. ]
Reprod Fertil, 1995, 105 (2): 331~ 338

Sawai K, Matsuzaki N, Okada T,
biosynthesis of leukemia inhibitory factor: regulation by decidual

1997, 56 (5):

Iwai M, et al. Expression of leukemia

et al. Human decidual cell
cytokines and steroid hormones. Biol Reprod,
1274~ 280

Harvey M B, Leco K J, Arcellana Panlilio M Y, et al. Proteinase
expression in early mouse embryos is regulated by leukaemia
inhibitory factor and epidermal growth factor. Development,
1995, 121 (4): 1005~ 1014

Arici A, Engin O, Attar E, et al. Modulation of leukemia
inhibitory factor gene expression and protein biosynthesis in human
endometrium. J Clin Endocrinol Metab, 1995, 80 (6): 1908~

1915

Bischof P, Haenggeli L, Campana A. Effect of leukemia inhibitory
factor on eytotrophoblast differentiation along the invasive path-
way. Am ] Reprod Immunol, 1995, 34 (4): 225~ 230

Yang Z M, Le S P, Chen D B,

leukemia inhibitory factor receptor ( LIFR) and the gpl30 receptor

et al. Expression patterns of

component in rabbit uterus early pregnacy. ] Reprod Fertil, 1995,
103 (2): 249~ 255
Yin T G, Yang Y C.

ribosomal S6 protein kinase are involved in signaling pathways

Mitogemr activated protein kinase and

shared by interleukin 1, interleukinr 6, leukemia inhibitory factor,

Prog. Biochem. Biophys. . 127 -

and oncostatin M in mouse 3T3 L1 cells. ] Biol Chem, 1994, 269
(5): 3781~ 3788

12 Stewart C L, Kaspar P, Brunet L. I, et al. Iilusln('yhl imp]unlul[nu
depends on maternal expression of lenkaemia inhibitory factor.

Nature, 1992, 359 (6390): 76~ 79

Effects of Leukemia Inhibitory Factor on the
Blastocyst Implantation. CAI LirQuan, DUAN En
Kui, ZHU Cheng ( State Key Laboratory of Repro-
ductive Biology, Institute of Zoology, The Chinese
Academy of Sciences, Beijing 100080, China).

Abstract Leukemia inhibitory factor (LIF), mainly
gland during perr

secrected by endometrium

implantation, is a glycoprotein with pleiotrophic
activity on a wide variety of cell types. T he principal
function of LIF in wvive may be to regulate the
growth and to initiate implantation of blastocyst. LIF
under which s

expression is maternal control,

influenced by steroid hormones and cytokines.

Gp130,
shared by the cytokines such as LIF, 11-6, OSM and
CNTF, can convert the low affinity LIFRB into a

a signal transducer receptor component

high affinity form, and its homodimerization (in the
case of IL-6) or heterodimerization (in the case of
LIF, OSM CNTF)

kinases, which further regulate expression of target

and can activate tyrosine
genes by some kinds of pathway.
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Abstract

the most important purpose of molecular biology of

In the progress of the genome projects,

the gene is to investigate the structure and function of
not only single important gene but also the whole
genome, that is the gene transcription and expression
patterns of the whole cell. In order to resolve such

complex problem, revolutionary research methods

Prog. Biochem. Biophys. « 131 -

must be developed. Serial analysis of gene expression
(SAGE), ¢DNA microarray, DNA microchip are the
novel methods for fast and quantitative analysis of
gene characteristics which are recently advanced in
this background.

Key words
of gene expression ( SAGE),

gene expression patterns, serial analysis
¢DNA microarray,

DNA microchip
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