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Fig. 2 The result of solid phase DNasel footprinting
I: G> A chemical cleavage; 2: free probe; 3~ 6: digestion of the
control DNA with different amounts of DNasel (3: 1.2 U DNasel ;:
4:0.6 UDNasel : 5:0.3UDNase] :6:0.15UDNasel ): 7~
9 : digestion of proteirrhound DNA with different amounts of DNase [

(7: 1.2U DNasel : 8: 0.6 U DNasel : 9: 0.3 U DNasel ).
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A Method for the Study of DNA-Protein Interaction: Solid Phase
DNase | Footprinting’

XU Dong-Dong, LIU DePei” , 1U Xiang, XU HarMing, ZHANG Shen
LIANG Zhi Quan (LIANG Chih-Chuan)

( National Laboratory of Medical Molecular Biology. Institute of Basic Medical Sciences, Peking Union of Medical College and

Chinese Academy of Medical Sciences, Beijing 100005, China)

Abstract DNase footprinting is labor intensive, time consuming and the target protein should be purified to

some extent. Solid-phase DNase | footprinting can enrich a sequence specific protein by target DNA

immobilized onto paramagnetic beads. After DNase |

digestion, separate the products by sequencing PAGE.

This new method is quick , simple and repeatable, which can minimize the exposure of the researcher to

radiation. The solid-phase approach may also facilitate the analysis of factors using crude protein mixtures.
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