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GCCCACCCCCCACCTGCCGCTATCTCTGCTGTGCACCCTTCACTGGCTCAACGGATGCTC
TCTGTAGCTGGATCTGTTTTTGCT GCT CCTGATGGGCCAGAAGGT CCAATAAATTCT GCC
TAGCATGAAAAAAAAAAAAAAAAAAAAAAAAA
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deduced peptide . . . .. .... . ..... . ...

convulxin B MGRFIFVSFG LLVVFLSLSG
IX/X-bp B MGRFIFMSFG FLVVFLSLSG .
aggretin B MGRFIFVSFG LLVVFLSLSG .
deduced peptide  AENFCTQQHT GSHLVSFQST
convulxin f AEKFCTQQHT GSHLVSFHST
IX/X-bp B AENFCTQQHA GGHLVSFQSS
aggretin P AERFCKLQPK HSHLVSFQSA
deduced peptide  NWQWSNAAML. KYTDWAEESY
convulxin B NWQWSIGTKP  EYKEWHEEFE
IX/X-bp B NWQWSNAAML. RYKAWAEESY
aggretin NWQWSDGARL NYKDWQEQSE

Prog. Biochem. Biophys.

2001;

28 (5)

E TP B P I FER B A LR 1R J LA 1 03 2k

BEZINCY A=458

DCPSD
SEAGFCCPSH
- TAADCPSD
- TGADCPSG
EEADFVVKIA
EEVDFVVKMT
EEADFVVKIA
EEADFVVKLT

CVYFKSINNK
CLISRIFING
CVYFKSTNNK
CLAFRGVHIE

WSSYEGHCYK
WSSYDRYCYK
WSSYEGHCYK
WSSYEGHCYK

FQIFDYG IFW
HOQSLKST FFW
FQIFGHS TFW
RPRLKANLVW
WRSITCRMIA
WLSAPCSDTY
WRSR ACRMMA
WINVIDCGSSTC

i

4 2.

PFNFIKNWAD 50

VFKQEMI'WAD
PF SEPKN WAD
PFNEPKN WAD

MGISNIWNQC
IGANNIWNKC
MGLSNVWNQC
MGLSNIWHGC

NFVCEFQA
SFYCKFEA
QFVCEFQA
SFVCKFKA

148

Fig. 2 Multiple alignment of the peptide deduced from the cDNA and several other C type lectin superfamily

proteins from different snake species

Convulxin & chain, IxX-bp B chain,

Sflavoviridis and Calloselasma rhodostoma respectively.
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Fig. 3 SDS PAGE analysis of the fusion

protein expression in E. coli
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Amplifying, Cloning and Expression of the ¢cDNA Encoding an Unknown
C type lectin Superfamily Protein from Agkistrodon acutus
ZHA Xiang-Dong" ", ZHANG Hua Yuan”, XIAO YaZhong", LIU Jing”, XU Kang Sen”
(V' School of Life Sciences, University of Science and Tech nology of China, Hefei 230036, China: 2 Laboratory of Biochemical and
Gene Engineering Drugs, National Institute for Control of Pharmaceuticals and Biological Products, Beijing 100050, China)
Abstract  C-type lectin superfamily in snake comprises a group of proteins which display anticoagulation or

various other functions. PCR primers were designed according to N-terminal sequence of a snake venom protein

of which the complete amino acid sequence had been unknown. Total RNA was extracted from venom gland of

Agkistrodon acutus from Hunan Province, and was reversely transcribed to ¢cDNA. Then by applying the

touchdow n method to anchored PCR, with only one specific and one universal primer, two relatively distinet

bands were amplified in a single nomr nested PCR reaction of no more than 30 cycles. Cloning and sequencing

indicated that the sequence is homologous with other members of the C-type lectin superfamily in snake. High

level fusion expression in E. coli was achieved, with the fusion protein accounting for 26% ~ 30% of total

proteins.
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