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Table 1 Results of extraction of rabbit brain proteins
ratio of extraction/ % ratio of protein/ %
steps normal Pb injection normal Pb injection
group group group group
Extraction 3.73 2.90 36.7 21.8
SephagexG-25 33.6 57.8 77.2 83.4
Desalting 65.3 67.7 92.9 98. 1
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Fig. 1 Coomassie Brilliant Blue stained image of 12. 5%
2D PAGE gels in normal rabbit brain
pH range from 3~ 10 and molecular mass markers represent, from
top to bottom, 66.0, 45.0, 36.0, 29.024.0, 20.018.4, 6.5 ku.
This image obtained through digitization with potoshops. 0,
subsequently processed using ImageM aster 3. 01. without processing
of this image, such as subtraction of background staining, the spots
are detected as welkseparated areas throughout the gel. X axis is

dimension of IEF pH 3~ 10, Y axis is dimension of SDS-PAGE.
IEF pH3 ~ 10

g W T

SDS - PAGE

Fig. 2 Coomassie Brilliant Blue stained image of 12. 5%
2D PAGE gels in Pb** induced rabbit brain
pH range from 3~ 10 and molecular mass markers represent, from
top to bottom, 66.0, 45.0, 36.0, 29.024.0, 20.018.4, 6.5 ku.
This image obtained through digitization with potoshops. 0,
subsequently processed using ImageMaster 3. 01. without processing
of this image, such as subtraction of background staining, the spots
are detected as welkseparated areas throughout the gel. X axis is

dimension of IEF pH 3~ 10, Y axis is dimension of SDS-PAGE.
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Fig. 3 MALDI TOF MS of spot 1 (a), spot 24 (b) and spot 26 (c) extracted from 2D gel
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Fig. 4 ESI MS of spot 1, spot 24 and spot 26 extracted from 2D gel
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Table 2 Peptide mass fingerprint data mining results of main

protein spots from 2D gel
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92 ku type IV collage
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Comparison and Identification of Rabbit Brain Proteins from the
Normal and Pb(l; Injected Rabbit by High- resolution Two- dimensional

Gel Electrophoresis and Mass Spectrometry
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ZHAO Rui?, JI Jian-Guo", HAO Show Jin", CHEN Q]unn,
.2 .
YUAN Hong Sheng”, GUAN Hua Shi”, RU Bing Gen""
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Abstract The pollution of heavy metals may affect the human health, in order to study the affect of heavy
metals to the brain, the normal alive rabbits and the rabbits which were injected with PbCl; for 2 weeks were
autopsied, the brain proteins were extracted and separated by gel filtration, and further analyzed by 2-D PAGE,
More than one hundred water-soluble proteins of rabbit brain were visualized by Coomassie Brilliant Blue
staining. The apparent molecular masses of most water-soluble proteins from rabbit brain were about 6~ 30 ku,
pl was about 4~ 9. After matched with normal alive rabbit brain protein spots separated by 2D-PAGE, there
obviously exists many differences displayed and unmatched protein spots in the 22D PAGE maps of Ph** induced
rabbit brain. 3 spots were extracted from the 2D-PAGE and detected by the MALDFTOF-MS and ESI-MS,

The experiments show that rabbit brain proteins would be affected by Pb** injection.

Key words proteome, two dimension gel electrophoresis, matrix-associated laser desorption/ionization time of
flight mass spectrometry ( MALDEFTOF-MS), electrospray ionization mass spectrometry ( ESI-MS). brain

protein
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