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Fig. 1 The assembly of a- hemolysin to form heptameric
transmembrane pore
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Table 1 Current signals of different polynuceotides
translocating through nanopore
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poly A 2 85%% 20 (22%6)
poly C 1.3 90% ~ 95% 6 (5%2)
poly U 85% 1.4
poly dC 85% ~ 90% 1
poly dA 3

1 300 ps

Fig. 2 Principles and components of a high- speed device for sequencing single molecules of DNA
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Fig. 3 Analytical sensor based on nanometer scale pores and
polymers
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Nanopore Technology and Its Applications
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Abstract  Nanopore technology is a new method developed in recent years to directly decipher genetic
information of nucleic acids. It can sequence more than 1 000 bases per second by converting strings of
nucleotides directly into electronic signatures. Nanopore sequencing is more quickly, easily and cost-effectively
than existing technologies. Besides prospects for nucleic acids ultrarapid sequencing, this technology can also be
used for gene diagnosis of pathogen, detection of single nucletide polymorphisms, rapid, stimultaneous

multianalyte detection and other areas.
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