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Quantitative Analysis of Microbial Proteomics

. . . . Lok
WANG Jing Qiang, YIN JianrNing, LIU S+ Qi
( Beijing Genomies Institute/ Genomics and Bioinformatics Center, Institute of Genetics and

Der P{ﬂp mental Biﬂh;g}', The Chinese A :.‘(m'i‘m_r :f Seiences, Beijing 101300, China)

Abstract The rapidly accumulating data of sequenced microbial genomes allows to conduct systematic studies on
microbial gene regulation as well as function. As proteins are often the functional molecules, proteomics is
particularly booming in the functional studied of microbial genomics. Using comparative studies as the powerful
tools, a fundamental principle in microbial proteomics is to elucidate and to understand the gene expression levels
in different microorganisms or under different growth conditions. It is very obvious that the quantitative
analytical techniques are highly required for comparative proteomics. The current status of the approaches

applied to quantitative analysis of microbial proteomics were reviewed.
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