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Fig. 1 Structural representation of Rev8 and Rev8L and pIRES2-EGFP carrying reconstructed human caspase-8
senes ( Rev8 and RevSL)
(a) structures of caspase-8, Rend and Re8L (LS: large subunit; SL: small subunit); (b) structure of plRES2-EGFP-Rev8 vector;
(c) structure of pIRES2-EGFP-Rep8L vector.
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Fig.2 Analyzing the expression and localization of Revs and RevSL genes in HelLa cells with confocal microscope
Cal untreated Hela cells; (b2, Ced, (d) Hela cells rancfected with plRES2-EGEF vector, plRESZ-EGFP-Hevd and pIRES2 -EGFP-HenSE
respectively.  Green fluorescence represents EGFF, red fluorescence represents Cy3. 400
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Fig. 3 Detecting the expression of Rev8 and Rev81L genes in
HeLa eells by Western blot
1, 2, 3: Hela cells transfected with pIRE32-EGFFP, plRES2-EGFP-
FevB and pIRES2-EGFP-Rev8 L respectively.
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Fig. 4 Merphological alteration of HeLa cells transfected with pIRES2-EGFP. pIRES2-EGFP-Rev8
and pIRES2-EGFP-Rev8L respectively

Ca), (b), {¢: Hela cells transfected with pIRES2-EGFP, plRES2Z-EGFP-Rewf and pIRES2-EGFP-RewSL respectively,
the arrow show apoptotic HeLa eell. { x 200).
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Fig. 5 Detecting the expression and pro-apoeptotic effects of Rev8 and RevS8L genes in HeLa cells by
immunohistochemical staining
{ad, {b), {c¢): RES2-ECFP, plRESZ-EGFP-Rerk and pIRES2-EGFP-RewSL transfected Hela cells respectively.
the arrow show apoptotic Hela cells.  x400.
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Fig. 6 Electronic microscope photos of Hela cells
transfected with pIRES2-EGFP, pIRES2-EGFP-Rev8 and
PIRES2-EGFP-Rev8L respectively
{ad, (b2, (c¢) Hela cells transfected with pIRES2-EGFP, pIRESZ-
EGFF-Ren® and plRES2-EGFP-RevB L respectively { x4 5000 (d) the
muclear membrane of apoptotic Hela cell. (25 h, x7 5002
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The Expression and Pro-apoptotic Effects of Reconstructed Human
Caspase-8 Genes on Hela Cells*®

GUI Jun-Hao ™, ZHAQ Jing, XU Yan-Ming,

YU Cui-Juan, JIA Lin-Tao. WANG Cheng-Ji,» YANG An-Gang ™
( Department of Biochemisiry and Malecular Biology, Fourth Military Medical University, Xi’an 710033, China)

Abstract The pIRES2-EGFP eukaryotic expression vectors carrying two kinds of reconstructed human caspase-8
genes with rearrangement subunits were transfected into Hela cells. The expression and pro-apoptotic effects of
reconstructed human caspase-8 gene on Hela cells were analyzed by indirect fluorescent staining.
immunohistochemical staining and electronic microscope ete. The results show that expression of the two human
caspase-8 can induce HeLa cells apoptosis effectively.
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