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Fig. 1 Portion of an autoradiogram of amplicons obtained

from mRNA differential display, reverse transcription and

polymerase chain reaction using normal rabbit blastocyst
and NT blastocyst

(a) Normal rabbit blastocyst. (b) NT blastocyst. Lanes / is a negative

control. Lane 2 and 3 are from identical samples. Arrow points to the

differential display band.
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Fig. 2 Reverse Northern hybridization of cDNA pool from
normal and NT blastocyst embryos

1: ¢cDNA pool of normal blastocyst; 2: cDNA pool of NT blastocyst. A:

Positive control of B-actin; B: Reverse Northern blotting with IFRG

fragment. M: Molecular mass marker (DL2000).
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Fig. 3 Sequence alignment of rabbit IFRG () , human IFRG (2) and mouse IFRG (3)
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Fig. 4 RT-PCR of oocytes and preimplantation embryos
0: M Il oocyte; 1: 1-cell embryo; 2: 2-cell embryo; 3: 4-cell embryo;
4: 8-16-cell embryo; 5: Morula embryo; 6: Blastocyst embryo. M:
Molecular mass marker (DL2000). Arrow points to the PCR products.

znlmcf%&%ﬁm¢M%$1ﬁﬁThM
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PCR 7341 T 8 P41 2{rh IFRG mRNA K ik. £ %ﬂ
/s IFRG 7EPTRLIN R AL Eh 8  ik, (HRIEF
FEA 225 (0 5), ERFIE g A I o () 3R 04 =

BUK.

3 4 5 6 7 8

Actin

Fig. 5 RT-PCR analysis of IFRG in rabbit multi-organs
1: Rabbit 18-day embryo; 2: Ovary; 3: Liver; 4: Kidney; 5: Spleen; 6:
Lung; 7: Cerebra; 8: Heart; M: Molecular mass marker(DL2000). Arrow
points to the PCR products. Actin was used to control for differences in

loading.
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Fig. 6 In situ hybridization of IFRG in rabbit ovary
Panels (a) and (c) represent sense control. Panels (b) and (d) are
antisense hybridization signals. Panels (a) and (b) represent type 5
follicles. Panels (c) and (d) represent other type follicles. The

amplificatory is 4x.
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Abstract
is still unclear. The full length cDNA of interferon responsive gene (IFRG) was cloned in rabbit ovary (Accession

Interferons (IFNs) play important physiological roles in early embryo development, but its mechanism

No. AJ584672). The expression profile of IFRG in oocytes and preimplantation embryos was detected using
RT-PCR. IFRG was expressed in oocytes and preimplantation embryos in rabbit, which provided some clues for
better understanding the role of IFNs during embryo development. In situ hybridization showed that IFRG was
highly expressed in granulosa, thecal and cumulus cells, which were consanguineous interrelation to follicles
development. So it was proved that IFRG expression was involved in the follicles development, maturation and
ovulation in rabbit.

Key words rabbit, preimplantation embryo development, interferon o« responsive gene, expression profile, /n

situ hybridization
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