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RNAJ 25 76 S B, 2 48T RNA )
RNA ¥ 4 I (RNA-dependent RNA polymerase,
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Abstract
inhibitors. However, many viruses have evolved highly sophisticated mechanisms that interfere with both siRNA-

RNAI is an efficient antiviral system, and viral gene-specific siRNAs are very promising antiviral
and miRNA-guided silencing pathways. Deeper understanding the strategies exploited by viruses provides the basis
for the development of effective RNAi-based therapies that prevent viral evading. Therefore, the latest progress on

the strategies exploited by viruses for evading the RNAI is reviewed.
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