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4. £ZX 5 (A-T/C-G RICH REGION)
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SPECIAL REGION VERTION 10/1/85
Sequence 2 A3647 Configuration:Linear Length: 2001 bp
Type: PAL INDROME
BEGIN  END  LENGTH SEQUENCE
91 97 7 TACCCAT
1671 171 11 TATAATAATAT
197 205 9 ATGTATGTa
251 257 7 TGCACGT
357 367 11 CSCGAGAGCGE

o. EREEFMBR AT

SPECIAL REGION

VERTION, 18/1/85

Sequence: A364A

Confiquration: Linear

Lengths 2001 bp

Type ¢ REPEATED SEQUENCE (FORWARD)

BEGIN END LENGTH REPEATED POSITION  SEQUENCE
15 21 7 1527 1533 TGATATT
64T 1653
X7 43 7 1152~—en 1158 GAGATAC
40 46 7 1378---——-1384 ACACAGC
6 13 9 399-———- 407 TITTACAGA
528~ 532
97 104 8 1799~ mmm806 TCATTGAA
e A-T 2EXBBAF
SPECIAL REGION VERTION 10/1/85
Sequence; A384A Configurations Lipear Length: 2001 bp
Type:  A-T RICH REGION
BEGIN END LENGTH SEQUENCE
13 2% k] AATGATATT
99 108 1a ATTGAATTIT
103 m g AATTTTGAA
143 156 *14 ATAGTATATTTGAA
159 176 18 TGTATAATAATATATAGT
200 208 9 TATGTATTT
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CTGCAGCTTC TCAATGATAT TCGCCTACGC TTTGAGGAGA TACAGCCTAA TATCCGACAA ACTGTTTTAC
CTGCAGCTTC TCAATGACAT TCGAACACGC TTTYGAAGAGA TTCAGCCTGA TATTCGACAA ACTGTTTTAC
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AGATAGTATA TTTGAACCTG TATAATAATA TATAGICTAG CGCTTTACGG AAGACAA-TG TATGTATTTC

GGATAGTATA TTTGAATCTG TATAATAACA TATAGTCTAA CACTTTACGG AAAACAAATG CATGTGTCCA
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