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FEMNEZONI FEDFEHRR

I B IHX

(LM BrRAT, LM 200025)

BER

(FEBZ5 FigEmbEWRAR. E¥§ 200031

ME FHEKEZEOR-VNHSH.ASIMERMWRAM KRS FEES. SRS FH=MEANEH
REBRF LA, RGN EZSHHR— PR, R —KFNZE, SERTUI-EE
FIEAH FN S ENIZAMEANETEATERAERRENAR. FENEEAS S5 ZHRE
RAEBENE, HOgREWEERENGREATR, AATHBREHSHENER.

*@id

H 4K EEE (Hibronectin, Fn) &) Z7F
ETFMKRERER P —MEED, WEFEE
FTEMAMBE LA EFR S, JTEFFLER
SHEREEE (pFn), J5 & PRY0MIALET HE RS &
EH (cFn). Fn B—MEMENEEK, &5
AR BESSM, EiRSmE, &
HEEFRELEPEEH, BmXELEHH
MR TADERRSE AN I 48,

1 AELEZEQS FHERER
FnZ2RELEHART T .4 FEY

HYEREED, EXFHILN, KRN

440000, (N A M — X6k 18] — BB FC K
20T EERN. SHES%,PIA5.6—6.0. 1
Bz B RARAARKIEY Fn ZE], HikeE
SHFAR EHRAEE, EATL—H, E#EL
JINAIERX NN BEEREER, SREAHNE
30 MEN . RS TS Fn 45
REEE “SEME” B, AR_AiHagsgR
B, BRREWPIC -, (VAL E B-FH.
1.1 MESHPHNESEFS

Fn & G575 #9848 2 X FI F E4 DNA
REMNFTE.CHESEAMEEILFIY

!KEY:Type 1{}.Typell -3, Type 11 1} ‘

NH,

EIIIB/

SH
COOH

/ S

EIlIA A%

Bi1 SHEE0ER—RFIEATER

R E R, 1992-10-21, [ H 1. 1992-12-22



+ 110 - EHUEESEDHERR

Prog. Biochem. Biophys. 1994; 21 (2)

Fn BEKH2HIFI]. Hill—REWEAERE
HEAN SR o BERTE TFEMEWILS
W2, FPIERAFEN10%, b. EXKEMESR
3. EEFAER. TR, TRIMIR.
M cDNA FF3IRH, YUENFEILFI AR KR
# Fn ik, ENZEHEREFE=1ATE

K. EINIA, EHNIBA VX (B2RE DM, =

AR ER: ENBIEAEL, I, >
], ENMAZEL, 501 ,2ZH, VEKEL, 51,
Z [8].

FEREHEPT 2R, 24018, 154
IREFFHM=RX. 401 BEHK
2945 MRERR, & 4 1T Cys BRE ((X1—12 #
A EE& 64 Cys),Cysl 5 Cys2,Cys3 5 Cys4
ACXTH LRI R — Wi, TR GE M. ERGE
WA BRE—THEREFITH BN, H
RFH—A Gly 52 (0 Bk 8 72 35 ) B Wi &.
I RYZEHg 24 60 PR EE, IO AMRSFHY Cys HIAR
PX —Hig (Cys1-Cys3, Cys2-Cysd), K5
I B AE AL, 1 RSEHTHE 74
RTFWFEREERZE. [RHEWEEAGT
PR R K, A 1 RS HE 90 M RE
B, X Cys, S=NHERTFHTERIAER,
ERX=TREMNFERBELRT. £,
0 PR HE - E hHE.

ER=FMER T - ERENEERST
#, RABIEESHTERRE—PERIE
B, Fo Yy 1 UM 5 AR R AR R BOE N
-F (tissue plasminogen activator, t-PA) N ¥
43PN REHARMIERX (finger domain) FH1{LL,
“EBMMMAEEONG S S, Fni[fES
PA BHELEEAREAT. EVRRIFEHNF
Pl & 1 RIGEH. 1 RIGHERLE 7 X
MAFHEERED FHERD, HEENMIE
THE. EflS +-PA, RS, FHEBESED
TR PEREH (kingles) R, —&EBHE
Eomges e, okt 3tE
AR AL, HER TS B ZhaEHALL, Bi4
SENERXVEORSHESFHES. FH
I RZEMBEREEaS> FPUEA, £—FHE

JREH (cytotactin) 18 11 > 0 BIL5H; —F
MaMRATEA ST TEMEBLESFHA 1 G
#J. Fusab®™ 14T 8N 11 500 5 Fn HEX
Ko B NGB ThEE, WRHE R T A FH,
TMMES G, BEZF BN mANER,
ASRKR Fn FRIAENE 0D RIS wet, HAN
FrBOS AL S E R N, R R B[R] B
MAR I RZEHES T  MEEEAMEE, XF
% U RGN E R KRR T EA R Bk
SHMMAEE. MBREL P ERAMRYSE S
{'i &5 RGDS Bk (Arg-Gly-Asp-Ser), HEFM
Mg EET2ER. XEEREH I AHUEHRE
R, AE RGO ERE Fon k5B 40 1
.
1.2 SR %M

% Fn BEH 30 MEN B, 7%
ZREEN BN, N3 22 4, Cig 8 4. Efilfd
BEMRKEBEFTBUEZIRIEXEEH (do-
mains), TERFE EELRHES. Fn EERRE
FHEESZMER, EUogEREETS.
B LN hREX B4 : N mIeEX., RS S
X. FEBEAREESX., ARESK. CHimIh
RE X K A3 — i< B 0 7 45 44 41 A 9 P o X 38
(BRE 2.

H2 FEyEEoSRUNEX
INSBEX, 2HREER, 39RE
R, 1AREEK, SHARREAUHSS

K, 6C®INEEKX.

AEOBREI>EI 12 TEA
27 000 B9 N % F BtED N 3T REIX. B — 5%
BEHEAEAR, HMmH N mEH, dEZERD
I RYZEHY (10— 1) 4R EEET XIL 5
H N MB=TRTFHRE Glu 4, B
fEA. EREF-PHRMCRIESE S A
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Lambert 2 7E4{bi% K Bt 2 & B, £ Ca &
THERBT27kD Bt 5% %k Lys (85)-Asp
(86) Z MK, BRAELAMELRE
H, BAESHKBHES. BN HEXHE—
A 46kD HIPA B4 & X (gelatin binding site,
GBD), & AR, diluA 1 B WmAMmE A
I RGEMAM: T6-01,-0,-1,-1, 1. ZFE
i EAKBEERE, UEEHNESHKSE . Bar-
alle # E. coli PRIAFENBESEAXRSE—S
EMNARMES OIS, RERIEMARES

HRAFEEEW L, 50K 1, ZEH 14 1
HEMBE FS. Litvinovich % GBD X %
B, WK AN GRS &, P I,
E, M1, SREMHNER, 1, 1-, I,xR
BASR, RBH GBD RS HES ¥ 7
B HEFES TS S LS HEE GBD X,
MAREEHBLES GBD R4 &0, £,
Chernousov A FH 1, SHIEE
B0, W —IhEE 0L, GBS RTH Fn 2+ F 18
HMEER, 25 Fn B44&". GBD K& £4
WAL AL AL SR PR E GBD KN E A ®
. HREKIRE GBD FE A4 EBEHAH
B, BI=A 1 RS E AR B, LK
BHERERBE, WOBERE FEM1REH
%4 30kD, 2 DNA f15—PMEESUFRES
K, HEMNE, HEERSTHEXARH. F
e [X 358 7 A [R] P J 3490 bl R IR HE 3% 90 %, M
KL A RERENE S AHFEARE.
HFAEENDEXRAME S KX (cell bind-
ing site, CBD), TRE{RHAMEM SEE, &
K;-K,- 0, 4. Pierschlacher MiZEX LY TF
—A~12kD /pRK, ERE T EMMRGEES, B
PN BB BE A BRI H 0 ¥k, GERH 12kD B
BEAE I JEFHXE. ERIE 1,49 C 3
575 A A —PH Bk Arg-Gly-Asp-Ser (fi]
#F RGD B BTNl 7 12kD F Ex &5 a4l
HIREH. B IhiY RGD K] 2 & fb 40 M AT iR 51
HHEAREFFIHSATMHMEREEEN. BE
RGD ik C it F I FH B X T E W&
F109. RGD kR FEH T 2ME S FHhtRE

MRS S BR Fn b, HIPEER (vit-
ronectin), VWF, AZFEELEHYN o« &, MM/
WEEEH GPIb/Ha%H3& RGD K. M4H
L&, S0 1 HEWTECHB=1RELEE
B—AEKT, BB AWM XA RE,
B, HE) A RGD fk. th ¥ 01 RIS E ERF
PE, XEFFFAEERAREFEDRE. —1
HEBEASUEEXATCBDHEHE, & K .-
H,-0 - VAR MHFEESESET N &I
fREX fh e X3, Barkalow BF5CIER, FFERE
HXEMEDL FI, F, HEBFENEES
BN S —RmEd el X ek B 41
ffl, EA A RGD fikil#l. Konoriya B #IHF 5
B, EVEHNEEI T HRE S S, HHE
HEF=4RE L. Leu-Asp-Val, # LDV
KU, AL KB 489V X BRI = KRARSF
M. Fn W CmMTIER R —FHEELLETX, H
[om T oy- 1 MR, NEEE C SmeE Rl —oise, It
RE4ABEEAATREML XL BTFH%, &
AEEAAE, RHES NRTEZEANLE S
H AR

2 FHMNEEQEENSIER

Fn 3H F B EH 7R, iril 75 6E1R
FHRXESE, RAEAER 8 Fn B2H,
FT A XU F cDNA #J AR mRNA HEE TR
— Fn #[H. cDNA €M A Fn ZEAFZ
SHER L.

2.1 RAEFIEFEN

Fn ZEEFHBMAHE 7B T4, Pa-
tel IELL A 50 MHABFUO BRAOEHIS, FE
HEMIETFEEARETHESTFH XML
TR ARFn ZEELH, 12401 HEgEHPH 8
s 2 LRGP 1A B 1) XE—F
ShBTomiE. KEa I RZEHERNINE 5
8. =AM AR At — B R,
A Fn ZRZEHE5KEMM. Fo ZRAP=FE
MY FHER LRSI XA RBERER
FEARBHRERVLABI R TR S
BEFHEREd RN RERM (—PHFE
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NBF) wmE. XEEFFHIERTHFSEA
SR B, X n] R A ik R4 f Ah
BF4H (exon shuffle) FrisAk.
2.2 K

Fn ZHE—BEFHREER, @ 8E
RNA #5338, 2 — — R EF ™~ £ )75
FHJLEZZRR, AMEAFH 20 LA, Fn ZHKHY
ERERAENTEXEAERBRENER
b iX 2 F ¥ B AT mRNA K Efye sy
Y] (alternative splicing) , RNEIM VI A4
AFEERE Fn, FESNEFE a4k,
Firench S A WY XFRREERMUER,
W E T8 A K P AR mRNA 518 42
WMRWE, GRENERBAROLE AR A
K B A B mRNA 89 89 91 7 Rt R RFUI.
Norton %, & B 2 HAM AR ' mRNA K& &
4% EINIA Y #1 ENIB*. Hifk%t EINA ik 51
AR REHNHLRBAR S, i EIIA,
EIB # R W2 5S4 IEE 5% 3). Pa-
gani ¥R, MENMRVEHREHBHFH
B, AR AL F EIIIA 1 ENIIB 9%k K
K& FE4ER, ik EIlIA, ENIB ZERH L5 4
PRl RE R HE/EH"Y. i, EXRBRGH
Bt s M EMIA, EINB EE#RIL. M
LA eSS Fn BHEWYIF X, Oyama FRIL
AFFEH A 2t mRNA E EITA FE#H
ERARBIE, MEFEMBARY, GFEM
#%%, EIlIA Wi B LB E R, EIIIA K
BY 4] @) 38 015 B0 4 ik Jok MG 0 e R 9 HF N BE B
WHEEFYIMEXDT. XLERYERHA, Fu iTE
mRNA {855 7 ¥ 8 38 #: 59 U) & A B b 2 40
ferpg i, XA 2% E RNA EFEUIH
aFUE. FEERKEFHBHEEREF, 4
BEREE, 1-25 ¥ % D3 #87 BEAF AT & mRNA
E=ARIEX B ERETT Y.

AFn#H 5 HmE—FRATFY, B
gl ¥ TATAA #! CCAAT K SP1 4 & &
(GGGCGGG). HIrAF —LLi77 h R BT

HEIILHEAMEYFEN M FRKREEA,
cAMP RN EEHMIEWHE, RNE Fn &4
AREY LR EZE 3 FEREXHE 700 A
&, 7E Poly-A E#7 150 MRELE —NA\BEER
F3L: TTATTTAT, H TIFE S5 RERMNE
HEEFERMANGE LA X—F70,
HEMX —FFI AT RE S Fn ZERIE RN T H/ER
AR
2 £ X
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Enzyme Catalysis in Low-Water Organic Me-
dia. Yang Zhen. D. A. ROBB. Ji Liangnian.
(Center for Biotechnology., Department of
Chemical Engineering, University of Pitts-
burgh, Pittsburgh, PA 15261, USA). Prog.
Biochem. Biophys. (China). 1994;21(2): 98
Enzymes are catalytically active not only in
aqueous solution but also in organic media
(low-water solvent system, reversed micelles,
monophasic cosolvent system, and biphasic or-
ganic/aqueous system). Of special interest is
the low-water solvent system. because it is
important to organic synthesis. In this review,
attention is focused on the factors that influ-
ence enzyme catalysis in a low-water solvent
including the role of water, selection of the
solvent and support. some special proterties
acquired by enzymes in such a system are dis-
cussed. Examples of applications with the use
of enzymes in organic synthesis. analysis, and
polymer chemistry. are listed.

Key words enzymatic catalysis, enzyme activ-
ity. organic media, low-water solvent system
The Superfamily of Plant Lectins. Sun
Jianzhong, Wang Keyi. (Shanghai Institute of
Biochemistry Academia Sinica, Shanghai
200031). Prog. Biochem. Biophys. (China).
1994:21(2): 104

Lectins are a kind of carbohydrate-binding pro-
teins. Though they differ in their carbohydrate
specificities, they resemble each other in many
physicochemical properties. By now, a lot of
plant lectins have been sequenced., and some of
their three-dimensional structures have been
established. A few lectin genes have been
cloned. Comparison of their primary sequences
and tertiary structures. we can find that plant

lectins are several large groups of homologous

proteins belonging to a superfamily.
Key words plant lectins. homology compari-

son, protein superfamily

Progress in the Molecular Biological Research
on Fibronectin. Wang Ling. Wang Zhenyi, Qi
Zhengwu. (Shanghai Institute of Hematology,
Shanghai Second Medical University, Shang-
hai 200025 ).
(China). 1994:21(2): 109

Fibronectin (Fn) is a high molecular dimer of

Prog. Biochem. Biophys.

glycoprotein with a series of discrete structural
domains. It is composed of three type repeats,

type I,
functional domain. There is only one Fn gene

I and M. A serial repeats form a

in body, and by alternative splicing it produces
many kinds of Fn polypeptides. which have
different sequences in three variable regions.
Fn is involved in a variety of biological func-
tions. It is very important to elucidate the re-
lationship between the function and structure
relationship by deeply analysing the structures
of its domains and gene.

Key words fibronectin. repeats. alternative

splicing

Progress in Topography of Ribosomal RNA
and RNA N-Glycosidase Research (). Zhang
Jinsong. Liu Wangyi. (Shanghai Institute of
Biochemistry, Academia Shanghai
200031). Prog. Biochem. Biophys. (China),
1994:21(2): 113

The a-sarcin domain of 28S rRNA is involved

in protein synthesis reaction catalyzed by ribo-

Sinica,

somes, It was demonstrated that trichosanthin
is an RNA N-glycosidase, and a new method
for RNA N-glycosidase assay was preliminarily
established. Trichosanthin cleaves the super-
coiled double-stranded DNA to produce nicked



