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New Application for Biosensor: Biomolecular
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Abstract

action analysis) is a new concept by using newly

BIA technology ( biomolecular inter-

developed biosensor technology. The interaction
of biomolecular can be monitoring in real time
and without the use of labels. The principles and
application fields of this new technology are
introduced. A series of application note for BIA
technology in the next few journals will be pub-
lished. Together with almost 400 publications in
the scientific literature, the great value of BIA
technology in research will be revealed.
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Abstract
cytokine cDNAs has been prepared from mRNA

The first strand ¢DNA liberary rich in

derived from several groups of activated lympho-

cyte by reverse transcription. Several Chinese

derived cytokine ¢cDNAs were cloned successfully
by PCR. It is suggested that the first strand
c¢DNA liberary could provide a good templet for
PCR amplification.
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