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Abstract

critically involved in regulation of almost every

Protein reversible phosphorylation is

cellular process. Several factors which influence
or determine the specificity of protein kinases
and the structural aspects of regulation of protein
by phosphorylation are mainly discussed.
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Abstract

prototype of a family of neurotrophins (NTs),

Nerve growth factor ( NGF) is the

which control the development and maintenance
of some vertebrate neurons in the peripheral and
central nervous system. The three dimensional
structure of NGF is based on the cystine knot
and B strands. It binds as a dimer to celksurface
receptors and shows its biological response.
Residues involved in these interactions have been
identified by chemical modification and site
directed mutagenesis. They have substantially

advanced knowledge of NGF structure and

function.
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