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have been generated and it was found that lots of
genes are necessary in the process of learning and
memory. However, overlooking the role of
background genes is a major problem in the pre
sent studies, the phenotypical abnormalities
attributed to the targeted gene may be simply
result from the effects of background genes. In

order to overcome this limitation, it is necessary
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to develope new ES cell lines and use inbred
mouse strains from pure background, further
more, methodolgical details must be improved
and fine control over the timing, locale and
degree of genetic disruption must be gained.
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Abstract

ing channels, ubiquitously exist among animals,

Aquaporins, water specific conduct-

plants and microbes. There are six kinds of
aquaporins in mammalian plasma membrane,
which locate on the organs that participate
actively in water metabolism. Plant aquaporins
exist both in plasma membrane and tonoplast,
which have a general role in regulating trans-
membrane water transport during the growth,
development, and stress responses of plants.
Most information about the structure and func
tion of aquaporins comes from those researches
on AQPI that exists in erythrocyte membrane.
Aquaporins assemble in the membrane as a
homotetramer with each monomer having its
individual water conducting function. The dis
tribution of tetramer in membrane is unsymmet-
rical, which exhibits four protrusions in the
inside surface of membrane and forms a large
central cavity outside.
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