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Abstract

Proteome research techniques are the

important tools in the Post-Genome Era. A review is

given about the progress in proteome research of

bacteria, Haemophilus influenzae,
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and human diseases.
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Abstract

morphogenetic proteir7) is a member of the trans

Osteogenic proteirl ( OP-1, or bone
forming growth factor (TGF) -B superfamily. It has
been testified that recombinant human OP-1 ( hOP-
1) indicated potent bone inductive efficiency in vitro
and in vive. The satisfactory results were obtained
from healing bone defects in many kinds of experr
mental animals with hOP-1. Recombinant hOP-1 has
prospective clinical application.

Key words  osteogenic proteirr 1 ( bone morpho-
genetic proteimr7), transforming growth factorB,

bone inductive factor, bone defect, fracture healing





