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A New Method of Preparation of High purity
Aprotininum by Chemical Modified Trypsin of
Chitosan. SONG Yang, HOU Si, ZHAO Hui,
WANG WU ZhongHua ( Biology
Institute Hefei 230031,
China) .
Abstract

chemical modified granulechitosan and was used to

Rong-Hai,
of Anhut Province,

The trypsin was covalently linked with

isolate and purify aprotininum from the extract of
cattle lungs by affinity chromatography. Then high-
purity aprotininum was prepared after ultrafiltrating

and freeze drying. The result showed: the specific
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activity of immobilized trypsin on chitosan was
25 950 kU/g, 60.5% protein was coupled, and the
activity reccvery of trypsin was 55%. The purity of
aprotininum was high, and the activity reccvery of
trypsin on immobilized trypsin had low non specific
adsoption and ideal antr contemination, and it could
be used more than 72 times. It was accepted as a

simple and stable method and suitable for purifying

aprotininum  with high activity in  industrial
manufacturing.
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