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with different sets of primers. PCR products were electrophoresed in the 2% agarose gel and then the recovered

different fragments were used directly in cloning and sequencing. 3 different ESTs were obtained, one of which

is a novel gene fragment, and its were proved to be 1L-6 related genes by reverse Northern blot analysis. Further

bioinformatics analysis indicated that new STRF17 fragments are expressed in many tissues and cells.
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