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Fig. 2 The transposition mechanism of SB
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Sleeping Beauty Transposition System
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Abstract  Sleeping Beauty (SB), a member of the Tc1/ mariner superfamily of transposable elements, is the
only active DNA transposon system from vertebrate. The research progresses of SB in recent years are review ed

and some modifications are proposed to improve the performance of SB as a genetic manipulating system.
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