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Foe KM N7 AR ) AT SAT W) @ (the satisfiability
problem) 1361 Hoeh o Lju AU A B AR R 1R
fit e SAT [F) B, 3275 DNA 5B Ig R
TAE BNV 505 A B T ek, Wl Xk
XY U k. H DNA TS BR R
FAE LN T BT R 4 TR IR B N, 2=
BOK, WA EARFERS 3 1S L.

DNA 5 (DNA chip) J&H1 Forder %1% i H
FAE 1996 FWFH] D). I SE B 75 A7 44 e 7
FJ7 A 1 s A B nT S bk DR I RE B
Wl o RS, @ A FUT AR Y, R
V45 FEZ8 b i 2 I A R A A A S SRSy
Br, BERTSRAFFE SR OKRSE R P RIAMER. S
WA AR ML, DNA 5 H K s e T3
A5 Bl BT PR SR B AL B H AT
DNA 5 HAR CAERE R IA 1S 50 Hr o BT L AR 0
SER GEAR Je 2 254 o0 b« SEDRALSCPRAE I | P i2

TR IR U INREZTE 7B 2 e B 3 A T N i
R LA (1 TS,

A4 H A se ) DNA 5 F 4 K F1 DNA
AR, 25 01 BRI R A DNA oF BT B
JIET DNA B 0-1 BRI 8 DNA ¥ 57597 8
B, B AR ] DNA T 5 e 28 K] i 2t
o arRE, JFH BT DNA SR EARMNH, F—
SEREIE LRAN T LUAE DNA SRR AR 2, 76 A
FHA K 531 fif o vt S T i (RO IF 9 s b A K1Y
I3 FH # .

1 0-1 5Kl Mma SR

O- 1 BRI fi) L 3 ORI R R A T, B A
iy AVHUE 0 8] 1, IXB) x; FROM 01 AR, i
bR e R AR

max(min) z = cjx 1+ c2x2+ -+ ¥,
2) b

A2X 1+ anxort+ o+ aux. S(=, })hg

apx|+ apx2t -t a1ux, <(=,
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Fig. 1 DNA array on chip
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Fig. 2 DNA data library after hybridization
The value of variable x. y, z were: 1 (1, 1, 1), 2 (1, 1, 0}, 3

(1, 0, 1), 4 (1, 0, Oy, 5(0, 1, 1), 6 (0, 1, O), 7 (0, O,

w @

1) and 8 (0, 0, 0) respectively.
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Application of DNA Chip on (-1 Planning Problem’

ZHANG Feng Yue"™ , YIN Zht Xiang"?, XU Jin"
(“Dﬂpurrnwm of Control Science and Engineering, Huazhong University of Science and Technology, Wuhan 430074, China;
3 Department of Math. and Phy., Huainan Technology Institute, Huainan 232001, China)
Abstract

separately. The essential characteristic of both is the massive parallel of obtaining and managing information.

DNA chip and DNA computing are new research areas in biology science and information science

The 01 programming problem is an important problem in opsearch and has very widespread application. But up
to now, there does not exist any good algorithm yet. A new DNA computing model is provided to solve a (-1
planning problem based on DNA chip. The method has some significant advantages and the result suggests the

potential of DNA chip used as a DNA computer chip.

Key words DNA chip, DNA computing, (-1 planning problem
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