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Fig. 1 Photograph of Sshl10b crystals
(a) SshlOb crystal grown under condition without agarose gel;  (b)
Sshl0b erystal grown under the same condition as (a) with adding

agarose gel.

Table 1 Data collection and statistics

Space group P6,22/P6s22
Unit cell parameters/ nm a= b= 8.42, ¢= 16.01
Resolution/ nm 5.0~ 0.35(0.363~ 0.350)
Total ohservations 36 435
Unnique reflections 4 571
Redundancy 7.97
Average I/o( 1) 7.9(7.4)
R eee | %0 6.2(31.3)
Completeness/ % 97.9(99.1)
" (Ruyerw= ZI1= < I> 1/ Z1). Numbers in parentheses correspond

to the outer shell.
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Abstract

was crystallized. The crystals could only diffract to 0.65 nm. And gel medium was used to improve the

A small DNA-binding protein ( Ssh10b) from the hyperthermophilic archaecon Sulfolobus shibatae

diffraction resolution. Gel adding led to slower speed of crystallization, change of crystal morphology and
shortening of C axis of unit cell. The crystals grown in gel medium could diffract to 0. 35 nm, and a set of data

was collected.
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