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Fig. 1 Ethidium bromide-stained 1.0%
analysis of total RNA isolation from Panax ginseng leaf

agarose gel

tissues with different method
I: RNA extracted by the improved Trizol; 2: RNA extracted by the
modified acid guanidinium thiocynate method; 3: RNA extracted by the
modified CTAB.

2.2 RT-PCR
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Fig. 2 Agarose electrophoresis analysis of RT-PCR
products from total RNA extracted from Panax ginseng
leaf tissues
1: dscDNA; 2: Control poly” RNA from human placentap; M: DNA

(DL-2000) marker.
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Fig. 3 PCR products of random clones from cDNA
amplified library was analyzed by electrophoresis on 1.0%

agarose gel
1~ 16: PCR products of random clones; M: DL-2000 marker.
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A Method for High-quality RNA Extraction
From Panax ginseng Plant Tissues”

WANG Kun, WANG Ying, BAO Yong-Li”, MENG Xiang-Ying, WU Yin, LI Yu-Xin"
(Institute of Genetics and Cytology, Northeast Normal University, Changchun 130024, China)

Abstract Extraction of high-quality RNA from Panax ginseng tissues is particularly difficult due to high levels of
polyphenolics and polysaccharides, or other compounds that bind and/or coprecipitate with RNA. The methods
such as guanidinum thiocyanate, CTAB and modified Trizol were applied to isolate high purity and integrity RNA
from Panax ginseng. By all of these methods total RNA can be obtained, but only by the modified Trizol method, it
extracts integrity and undegraded RNA from mature leaf tissue. Following this efficient procedure, 90 ~120 pg/g
total RNA from leaf tissues can be obtained. The ratio of intensities of the 28 S and 18 S rRNA bands was 2 : 1.
The absorbance ratios (A ,,/A ») were 1.8 to 2.0. The RNA is suitable for RT-PCR and cDNA library construction.
Key words RNA extraction, Pnax ginseng, secondary substance
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