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Fig. 1 A cartoon of the elements involved in eukaryotic
transcription, including RNA polymerase II , mediator, the
general transcription factors TF I B, D, E, F, and H, and
DNA
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B,D,E, F, H, VIN#i#: 51 DNA(copyright: www.nobelprize.
org).
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Fig. 2 Structure of an RNA polymerase II transcribing
complex
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Abstract
enzymatic mechanisms revealed by the crystal structures.
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