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Table 1 The specimens contained in the tissue microarray sections

Nasopharynx Lung Larynx Stomach Colon and Recta Breast
Cancer tissue(n) 148 89 27 30 61 31
No-cancer tissues(n) 164 35 20 11 32 13
Total(n) 312 124 47 41 93 44
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Table 2 The Oligonucleotide probes of NGX6 and GAPDH gene

Gene Sequence of probe GC/% tm/C Site GenBank number
NGXe6-1 gaccggaaatacacagtcacactttggtct 46.7 62.4 380~ 409 AF188239
NGX6-2 gtacagataattgtgtgtgcgeageagctt 46.7 62.4 1644~1673
NGX6-3 aggtgtagactgcagcttccageacatate 50 63.7 1825~1 854
GAPDH-1 ccactttaccagagttaaaagcagceecetgg 50.00 71.13 108~ 137 BC004109
GAPDH-2 cagtagaggcagggatgatgttctggagag 53.33 71.30 657~ 686
GAPDH-3 gtcagaggagaccacctggtgetcagtgta 56.67 72.85 878~907
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2 & R

2.1 NGX6 mRNA 7 & N AL BRI FRIE
NGX6 mRNA BHPEAE 5 32 247 T 40 o sl b
SN M a2z, /Do 40 A% RN 2K 354 B PR IA
(Bl 1). NGX6 mRNA 71 &LWRSE . e B, 4.
TV RV LN B CAH . I 2 g B 2 45 TR L
3. 2 HTHB NGX6 mRNA 70 &My, S a4
S bR RE R B R A R, SRR,
NGX6 mRNA 7E & M R BH P R 34 Wl 24 1 S5 7Y
B AR B b R R I S B (P < 0.01), AU
S I 7 71 NGX6 mRNA 5 1EF 8 1 7 AH L T8

BEMZERP>0.05). NGX6 mRNA 7EfiliE. i
gl . T b R BH I 2R S AT HA B 1 4
ZL(P<0.01). MgJEFIFL R 1) NGX6 mRNA FH %
F5IOEH AR R I8 B35 PE 2 7 (P < 0.05).

common types of cancer and its normal tissues

(a) NGX6 mRNA is negative staining in the nasopharyngeal cancer (in
situ hybridization, AEC staining, x 200). (b) NGX6 mRNA is positive
expression in the low differentiation lung squamous cell cancer(in situ
hybridization, AEC staining, x 200). (¢) NGX6 mRNA is positive
expression in the nasopharyngeal cancer (in situ hybridization, AEC
staining, x 200). (d) NGX6 mRNA is positive expression in the moderate
differentiation colonic adenocarcinoma (in situ hybridization, AEC
staining, x 200). (¢) NGX6 mRNA is positive expression in the normal
stomach epithelium (in situ hybridization, AEC staining, x 40).(f) NGX6
mRNA is positive expression in the non-cancer alveolar epithelium.

Table 3 Expression of the NGX6 mRNA in the several common types of cancer and its normal tissues

NGX6 mRNA

Histological origin Histological features — - P value
Positive / % Negative / %

Nasopharynx Nasopharyngeal cancer (148) 76(51.4) 72(48.6) 0.000
Atypically hyperplasia nasopharyngeal epithelium (67) 53(79.1) 14(20.9) 0.409
Normal nasopharyngeal epithelium (97) 82(84.5) 15(15.5) 0.000

Lung Lung cancer (89) 53(59.6) 36(40.4) 0.006
Normal lung tissue (35) 30(85.7) 5(14.3)

Larynx Laryngeal cancer (27) 18(66.7) 9(33.3) 1.000
Normal laryngeal epithelium (20) 13(65.0) 7(35.0)

Stomach Stomach cancer(30) 11(36.7) 19(63.3) 0.015
Normal stomach epithelium (11) 9(81.8) 2(19.2)

Colon and Recta Colon and Rectal cancer (61) 25(41.0) 36(59.0) 0.030
Normal intestine epithelium (32) 21(65.6) 11(34.4)

Breast Breast cancer (31) 13(42.0) 18(58.0) 1.000
Normal breast tissue (13) 5(38.5) 8(61.5)
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2.2 NGX6 mRNA 5 &Z#E ILfE Y Ik PR fm ER 45 1E

NGX6 mRNA 5 EL iy il o B
g AN LI 2 2R 3 B DA B AE
SRR 70 1 g () e RS R 0 R D A2 2 A 4 SR AL
F 4. ZiREIR: NGX6 mRNA 5 &0 fiifi F1
g g e R 3 S AR AR W2 AH G PE (P < 0.05,
P<0.01). WupK [ &, I fngh . Hlmdl

2 NGX6 mRNA B W TR 1T 1. AT IV 3
(P<0.01), {HIGPR I IS0 Mg, Hiake
AR ATV A b, 2 5% 00 B % PE P> 0.05).
NGX6 mRNA L &0y, Wl gy, Hlmhe
(1 9k B 45 B B8 A7 A0 2 2 M O G 1 (P < 0.05).
NGX6 mRNA 15 B R 7L M 1R 1 A 7 SRk £ &5
HeR ) T W ARG (P > 0.05).

Table 4 Analysis of the correlation between expression of NGX6 mRNA in the several

common types of cancer and its clinicopathological characteristics

NGX6 mRNA

Histological types Clinical characteristics P value
Positive/% Negative/%

Nasopharyngeal cancer Stage I (44) 31(70.5) 13(29.5) 0.039"
Stage I[ (51) 25(49.0) 26(51.0) 0.322?
Stagelll and IV (53) 20(37.7) 33(62.3) 0.002”
Lymph node metastasis (100) 43(43.0) 57(57.0) 0.005
No lymph node metastasis (48) 33(68.8) 15(31.2)

Lung cancer Stage [ (36) 27(75.0) 9(25.0) 0.087"
Stage I (22) 11(50.0) 11(50.0) 1.000?
Stagelll and IV(31) 15(48.4) 16(51.6) 0.042”
Lymph node metastasis (47) 21(44.7) 26(55.3) 0.003
No lymph node metastasis (42) 32(76.2) 10(23.8)

Laryngeal cancer Stage [ (4) 2(50.0) 2(50.0) 0.533Y
Stage I (14) 11(78.6) 3(21.4) 0.363?
Stagelll and IV (9) 5(55.6) 4(44.4) 1.000
Lymph node metastasis (14) 6(42.9) 8(57.1) 0.013
No lymph node metastasis (13) 12(92.3) 1(7.7)

Stomach cancer Stage [ (6) 4(66.7) 2(33.3) 0.627"
Stage II (8) 3(37.5) 5(62.5) 0.673?
Stage Il and IV (16) 4(25.0) 12(75.0) 0.343%
Lymph node metastasis (23) 8(34.8) 15(65.2) 1.000
No lymph node metastasis (7) 3(42.9) 4(57.1)

Colon and Rectal cancer  Stage [ (14) 12(85.8) 2(14.2) 0.001"
Stage II (34) 11(32.4) 23(67.6) 0.301?
Stagelll and IV (13) 2(15.4) 11(84.6) 0.000
Lymph node metastasis (31) 7(22.6) 24(77.4) 0.004
No lymph node metastasis (30) 18(60.0) 12(40.0)

Breast cancer Stage [ (7) 4(57.1) 3(42.9) 1.000"
Stage I (17) 3(47.1) 9(52.9) 0.191?
Stagelll and IV(7) 1(14.3) 6(85.7) 0.266
Lymph node metastasis (19) 7(36.9) 12(63.1) 0.710
No lymph node metastasis (12) 6(50.0) 6(50.0)

) Compare the expression of NGX6 mRNA between the stage | and the Stage Il cancer; 2 Compare the expression of NGX6
mRNA between the Stage [l and the stage Il and IV cancer;  Compare the expression of NGX6 mRNA between the stage [ and

the stage lll and IV cancer.

2.3 NGX6 mRNA EAMEHZ S FIREMBE
T

AWFFTRE— VA NGX6 mRNA 1y St je |
it A2 L e R 0 5 R Oy 1 bR AR I R
FE BRI RFER L PHE TR RN 94 T .
FAE PG NGX6 mRNA 1F #1298 ik 10 45

B IRE ST, 5 B Ok A A ) B bk R S RS ) e
J1, B %K 8 NGX6 mRNA JH T Il bk 0 45 %
OISR, B, ESEPEgoR. BT
F 7~ NGX6 mRNA PHYERS,  Jsg bk (2 45 #5512 i
FIRTREPE. B METON(E R 7~ NGX6 mRNA F] 94 i,
TG 2 W T RE . Bk o by 45 R
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7 5. Hi NGX6 mRNA 1k £05 54> 1 bGP
BHME PRI de 4, M IRV S B e i, 45 HLW

Tt 1 R BT AL, NGX6 mRNA T PF5X 3 A
(PIR EL 45 388 IR R R T 60%.

Table 5 The test validity of NGX6 mRNA act as the metastasis molecular marker

for nasopharyngeal cancer, lung cancer and colon and rectal cancer

Nasopharyngeal cancer

Lung cancer Colon and rectal cancer

Sensitivity/% 57.0 553 77.4

Specificity/% 68.8 76.2 60.0

Positive predictive value/% 79.2 72.2 66.7

Negative predictive value/% 434 60.4 72.0

Agreement rate/% 60.8 65.2 68.9
. . ABIFFUR ] SEA% R ERET R A i 2H 23 7 1) NGX6
3w mRNA F 1. AL GUH T PP 0 375
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2L ] mRNA (1) 3832 I FL AU ME B R W S 4% 1
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FEIX e 0 ZUR L E W L 4P (R sy e ak i, (] i
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Study of In situ Expression of NGX6 Gene in The Several Common
Types of Cancer and Its Clinical Significance "

FAN Song-Qing"?”, ZHANG Wen-Ling"”, ZHOU Ming", PENG Shu-Ping", LI Gui-Yuan"""
("Cancer Research Institute of Central South University, Changsha 410078, China;
2Department of Pathology, The Second Xiangya Hospital of Central South University, Changsha 410011, China)

Abstract To investigate the mRNA expression profile of novel candidate of tumor suppressor gene NGX6 in the
several common types of cancer, analyze the correlation between NGX6 mRNA expression and its
clinicopathological and to evaluate the validity that NGX6 mRNA act as molecular marker for tumor metastasis
and prognosis. Multi-tumor tissue and nasopharyngeal cancer tissue microarrays were constructed previously and
tissue microarrays combined with in situ hybridization were used to detect the expression of NGX6 mRNA in the
human several common types of cancer. Results showed that expression of NGX6 mRNA in the nasopharyngeal
cancer (NPC), lung cancer, gastric cancer and colon-rectal cancer was significantly lower than that in their
non-cancer normal tissue (P < 0.05, P < 0.01). Expression level of NGX6 mRNA was evidently lower in the NPC,
laryngeal cancer, lung caner and colon-rectal cancer with lymph node metastasis (P < 0.05, P < 0.01). Expression
of NGX6 mRNA in the NPC, lung caner and colon-rectal cancer had significant correlation with their clinical
stages, which NGX6 mRNA was significantly lower in the clinical stage T2, T3 or T4 that than their clinical stage
TI(P<0.05 P<0.01). The results suggested that the NPC, lung caner, gastric cancer and colon-rectal cancer had
evidently lower expression of NGX6 mRNA, NGX6 mRNA might be used as molecular markers for invasion,
metastasis and prognosis of NPC, lung caner and colon-rectal cancer.
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