EYNFEESEYYEER

1990 £ H17% B 1M

IBM PC #l LHVEZRIFFBEERERRFTE
hKE ExE AKA

(P BB B G £ L 2R ITHT)

#”

¥

KMNAERBELE BM PC M EF AT — AW BIA A B AR L E Zfe Wfr?
Yo BAEKBFEAARH , CEZPSHUMRAEIRZR, EHRTLERE,

KA E BT,

AINBTZEAERALENEET ik,

R .«f: 4

NASA (Nucleic Acid Sequence Analysis) 4§ % St £ &AW,

BRI P H B R R

MR, S FEYE . EZRTESENTEE N
ARk R, EE DNAFAINE S 9 H 2558
bR B BRI R R R R, B ST BRI
FRITENBBERAERRAECRABYIE
B, T iER DNA FEM Rk, 7 ke
HEABTEEI, mitESEREEEEL
SRR S RN IR B RRE R, B
Fr CODATD(Committee of Data in Science and

Technology) BLANILBHT HEo ’

EEFILT. BREZJLAARER DNA F
b, REFERTEIRERERITENEER.
GEvt R AT s A RE T O BEFA A EHR DNA
FHFSENE R —RENERNEAL A, &
ARERNLER B FREZREBEAS,

BRERABEBRSETHERZRE v-sis 5468
H/NERBAEREF (H#k PDGF) HERE
FEFEMU X—RANEE —KIBRT =N
EEENS— I EHAEETI RO T E R AHE
i, MENEERTRRREEH&=ETBHHE
MRTE B SRR P B {8 i % A T A O AR T 4R
TEFRRANWIERE. X—BEERIEMM KA
FHFE AR Doolittle 18 PDGF %1% A &
i, Bt SHREEEGNRE EEOLEN
S, BIT WEFEGAEMED

BRI S RENRRF &

FEE, RATAE TRS-80 ke i E4a4 T
—EERITFSTERY, E5FEWERR
REET —ERERY,

EXFFENBHEURRIIE 1BM PC g
B EFRE— P RENERIEFIEERLE
BT HRERT . HIIBETE 8823 MR
FF(sequences), 3k 844 JTmZE(F] 86 ££41),0L
JREEREEE T CODATA A RMAIE HFH
%Eo F)?ﬁlﬂﬁll"‘ﬁk&@i’%qﬂ,ﬁﬁ 7.5 JE?dﬁo (=]
BRSFHRERGERE—NTRE L. ZR4ER
BASIC EBEEHRE, RmIFRATHITE, M
BERRMLEEE, Memu 1 BREBHRERA
GHIERR, BIERRLE, BPEELINR
=B, BRE N\ ERI(E 1D

LR F 4 (locus name) k17 & &Ko
pBR322, MI13 f1 T4PTEl14 % # 5 locus
name, MEBRMEEXERAE #H A K locus
name HPYENXFERATPRKRER. YF &
AFTERIHRIEFH locus name &, ZIHFEL
BIMEREANGEHFRERE LRBR H 3k,
MBRHUNERE, AEBHARUERRE
B, MIET % Corl g4 Num lock 4, 5XRER
RAE G, RBRE—R, BR%S. FEAF
F, A PBRS2421%, RESRWM 1 (RE
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2 L ]
3 BENE DATA BANK ¥
: ¥

SIRRHIPH LR R H LR PR R R AR RR AR AR
OPTIONS:

q----=-GEARCH SEQ. BASED ON LOCUS NAHE
2------SEARCH SEQ. BASED ON DEFINITION
3------SEARCH SEQ. BASED ON AUTHOR'S NAHE
4------SEARCH SEQ. BASED ON KEYWORD
§------PRINT SEQ. ON PAPER _
g------EDIT SEQ. (10 BE USED BY NASA)
7------NASA PROGRAN

YOUR OPTION 1-8?
Bi Menu I

2)o EREARF X kB BAMEFN,
BHZBFRFESEERE (R E X, Delini-
tion) B RIS WMIEER BF. A7 FED
SELRNMRBHT 5 E.

2. B P4 HIWSE i) (Definition Word)
SRHEEFAREENFESL, REDEF
LEBRTF. ApEEMEXRA, RELA
EXE, HANEXFEBEE, FIRAEERS
Ny HEIHLA IR L. 41 2 (LA 3)
R—IRLE. B4 BHENNIRER.

YOUR OPTION 1-87 4

3. MYEE 2T IR TR B £o 0
FHR UUu, E {EHENERTEERITE IR &,
RBI3(E 5)o

4. 5k @F (Keyword) FHIGF L. X
BERTIFFED>BEHLELR, R FER
HERZEN 2 B IR F &o
Oncogene FI Ribosomal Protein S1 HEHiE %
i@?o L Promoter %J@J:m-'fﬂ" (E.‘S)o

5. BIRFFEfTEIPL B, 1X B (U H I
F, RIS EZXMAEELEE ERE
Yo AAHERETITHS O EE, THE
BHEVE, HERN 1—%INF 43I RIAF
B, B@AFRE, HTEER< Hirflk
Esc #t, XEERETHI LHRTFANS S
NEAFEE 2 EE B, AR llF. MEEH
lfFE—RE BT RARRITE %o LI
5 MR TN 6 HEAELZIN 1 FEM, B
FTENES R BIIFE R T AHER T o

6. AFRAH 0—3 MFEREMFEXN N F
% (SEQ. No.), REAMIECHE LBI—NM4E
2y MYSEQXXX. ASC My, X X XZHF
BAWNBFS. APERTHT B RFHBRE
WItE, EBEENRFEALE & 75
MYSEQXXX. ASC #,Ll%& NASA SRR
FEH. XENREEEERRET/RTIMER

i1 Promoter,

Enter Entry Name (LOCUS name) to search for ? PBRS242§

Group: Synthetic

FRR52421
Definition:

B/ 17 85

Entered

Plasmid vector pBRS242 derived from insertion of

lac U5 promoter- operator region into pBR322; region 5' to UVS insertion,

Accession Number(s): ¥02385

Reference % 1 : Mol Gen Genet 189, 142-147 (1983)
futhor{s): Savechkina,L.P., Retchinsky,V.D., Beabealashvilli,R.S,

PBRS2421 ficcession # K02386
Segnent | of 2
D5-0NA

Nusber of records: 2

CGTCTTCAAGAATTCTCATBTTYSALAGCT TATCATCERATTE
Enter Entry Name (LOCUS name) to search for ?

2
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Sequences are trganized in following Groups

foennn Primate

2----- Radent

Jeemes Other Magmalian
feven- Other Vertebrate
Gmmmm Invertebrate

7----- Organelle
g----- Bacterial
Qoreen Structural RNA
10----Viral
11----Bacteriophage
12----Synthetic
{3--~-Unannotated

froup select (1-1317 ¢
Pefinition Word? Husan
gefinition Word? 7SL
Petinition Word?

B 3

LOCUS NANE
HUNTSLRI
HUNTSLR2
HUMTSLRR
HUMTSLRB
HunzSLARC
HUNTSLRD
HUNTSLRE

Definition

----Human 75L RNA pseudogene, clone p7L30.1.
--~-Human 75L ANA pseudogene, clone p7L3C.2,
-Human 75L
----Human 75L RNA pseudogene, clone p7LEMI.
----Human TSL RNA pseudegene, clone pit7.
----Husan 75L RNA pseudogene, clone p7L23,
~---Human 75L RNA pseudogene, clone pILél,

RNA pseudegene, tlone pIL28,

4

B, Wt R AR B8 F P R R MBI A B, UG
BHFZo AT EERBEINEE, RITE NASA &
GHRATEY T -EEYRFENR B & S,
AL F P o AL R I, BRI RER T A
LR AP RO B SR 7R B 3R 00 1 T e A I
B —T, 8—TARL 1000 MRRE G AL, &
174 100 M E. BREHEERERBFZES
BHTRE: mE, WEARERE, TR

YOUR OPYION _1-87 3

Enter futhor Name: ULLUE

LAST NAME: UlLLY

DROSG7SL  HUM7SLRE
HUMTSLRD  HUMYSLRE

YOUR OPTION {-8% 4

Enter Keyword Phrase:
AD2VAIPRD  AHYPSZCAT
BKVECRS32 BSUPR
CELVITS  CELVITé
CRETBA22  CRETBBIG
ECOANPCF2 ECOBLIPR
ECOBLNALE  ECOBROE
ECOLAC ECOMELOP
ECOPYRBIB ECORGNA
ECORGNE  ECORGNG
ECOTGYt  ECOTGYPR
HHARGD HUNIFNGS
PBRS2421  PBRS2422
*PSKS105V  PSKS106V
RIAMIFH  RMENIFPA
SPQIER SPOIEP230
TAPTE(1E  T4PTEL22
VACHLG YSCCYCL
YSCODCF  YSCT6L

Enter Keyword Phrase:

PROHOTER
BKVECRS01
BSUSPRE
CHKCONSE
CRETBB2G
ECOC625
ECOHISCB
ECONETA
ECORENABP
ECORGNX1
ECDTRPPO

KPNNIFL

PERTIPRA
PTRS3

-RHENTFPRY

SY40PBRA
TAPTELD3
YSCBAL

YS66ALS1

HUMTSLR2
HUMSRTSL

FIRST INITIAL: E

B 5

BKVECRS22

BSUVESPRO
CLODF13B
DROACTSC
ECODEOAB
ECOHISSP
ECONETLBI
ECORGNB
ECOSPO1PR

ECOTRPPRD,

USC1A2
PBRT7PRE
RABHBBFR
RNENIFPR2
SV40PBRB
T5L1
YSCHISS

HUNTSLRA
XENSR7SL

BKVECR530
CELVITY
COLEIPRN
DROMIS3P
ECODNAKA
ECOIFNAHA
ECONARFR

ECORGNBP

ECOTACPRN
HBVELOHBO
HUSCRY62D
PBRT7PRC
RATPEC
RHENIFPRI
SVAOPBRC
T5L2
YSCHSVIK

BKVECRS33!
CELVIT2
CRETBAIG
DROHSPCAT
ECOGLNA
ECOILVBPR
ECOOMPA
ECORENC
ECOTETPRO
HBVECD1 10
PBRS1B8Y
PFRIOV
RBINIFH
SLMEBA
SYNRNAPRA
TOLXPRY
YSCHSVTRY

HUNTSLRB  HUM7SLRC

CELVITA
CRETBAZ{
ECOAMPCFY
ECOBLNAL
ECOILVIHP
- ECOPYRBI
ECORGNDSI
ECOTGLGKP
HBVSV40PR
PBRSZ40
P5KS104V
RIANIFDK
SPB2PREG
SYNRNAPRB
TOLXYLD
YSC00CD

(FEES6R)

e 59 o



TR S0kHz, BFE SkV, RESLIREE 10 *mol/
L, RE¥ 435nm, PR AR 9, 10-Diphenyl
Anthracene Z: BB TR, FHEHTBERZERES
SIS ar & 6.8ns, X—45 R SRIRTTEE B E
g R -8R,

B 3E: 9, 10-Dipheny! Anthracene FJ3%
JFEIRNB R, L() RIUHBMMELE, R &

VOB LRI URER , 0 TR B A R RE, it

105

iod-
= 109

102.

10' : . . ,

0 5 10 15 20
Wfﬁlvns
B3 9,10-Diphenyl Anthracene &)
b Fodii

(E#E#E5IT)

- A MYSEQXXX. ASC Mo HHERE
T, WifE Alt + D Mg AMBRRE, RESE
FARGERAFRBRFAFBRNE—IRENFS
ERBE—ANWENF S mifE Alc+ R IR
H 48R Ao

7. NASA (Nucleic Acid Sequence Ana-
lysis) BERFHPBIEEY.

8. MEIEI¥ER Lo

B, X AP REE ARG, NE
SR P TSR R FNE B — il
FPRfEE 4. IFNEDREBEREDSLLF
2, MERI 2, 3, 4 AF, RUMERFN

* 56 ¢

A i S 7 e A oI PN SN NI s 5 £

ZHLRHEE Flo @d (1)R5E5. L&) ER
BHUAHE C, AR STRMEIRARE
RN AR R L, U EH .

AT VT 9,10-Diphenyl Anthracene 3¢
JeF A BE Y BT, AR R G ns &
FRNAFMNNESBEZTTHN, BT R4
TitEN, FU—BERNEMPHIOEE DR
SERR s WURT UM T EUHL B SRGRE S BRI
B EA REERI LR XX & HRE S
KB NERRIT E.

ARG E R BE R EREREDHE T IIN
AT B, ZE LR R Mo

& 5 X B

1 BENS. £90FS5EHYTEIE1987;02) 49

2 lIsenberg l er al. Biophys J, 1969,8:1337

3 Ygurabide J. Methods in Enzymology, 1972;26:496
4 Porter G. Progress in Reaction Kinetics,1967;4;28%

[AXT19884 124 16H 3]

o

WiFF2 (BD locus name), RJGHEHEI 1. %
HIZWRF, BRERD 6 HEBREA CREFiY
MYSEQXXX. ASC 3¢frh, HMulERH—TiE
B 5. fBZIMPFFTEIHSR, 308, RTHIIE
BFEE NASA A48T To

£ F X W

R, BOR%E. SEYymagii, 19895 5(1) (R k3
BREUGW, Lot 1984; 4(6),9

HRiE, BRE., EPNESEYyEiERE,1983;5:73
HEE., &Yk 5ayyEitR, 1984; 5 83
Savochkina L P ez al. Mol Gen Genmer, 1983; 189:

142
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