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EENYPHHREERE. SHEXELEEAHW
A I . — i B sh A R e i 1R AR
mA:KER, AFERWN, BHITAHE, 5%
Ban M EMELA TR R, JJLI#ET R
)i R R 55— BiLEMNA
HERNPEFENED, HSEKEERSEMH
th, £EFMEQRFERSNEN. EAEYR
AR iR R A EN TR A aE
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R, HREAEANBAFRRGETRZA TP, FHik
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F#ER GPA) AR, DIEEEILE, %
FEARARAEMITEEEE G+ ERHHE
RiEFAFRYEMEBFREARPREF KBS
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#EENY P RERRGHLIERERE
KB THSSFERERAERM G T RE LiF
WEX, mOMERE Q-2 (cardiac myosin
light-chain-2) % ) W3 43 i 3 1 (partid se-
Cal (1) collagen) EF“ fFaF4H 3% T H
AR ZE O L. AR P IR A A FF R R
K, FUtEaERE G FRRESREZEEADL
RIFRERE. REAWHFH=ZoHM: FITE
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EHMEEK 3. 3kb H4MIBET, SFBT 1K
113bp, K15 26nt B9 5" FEMIEX., 55K IR
PIEREANF 10 M EER; BT 2, 3
4+ 514 135bp, 165bp, BHRIG—1F 6 124:h
ARG SP BT 4 1< 146bp, WIS AFHR
EAMNBE AN ERER. X %M 131bp 4
MY RFA3 ERTB K. EWAP3 THtF5
FHE—NFREN ., b —RER—P G =HC
BRE—-NTHETREY, XEWLIDHE
BEEPRERIM. % WAP —30bp &bF —AH
Wy “TATA” &, JF¥k “TTTAAAT”, iX
fEo, TREEQBHEWMALRI. 5 “"CAAT” &
FL F 5] “CAAAGTG” fii F — 55bp b,
“TATA” EMFFIE -1 EN T MFRE
WA EE PRI, X RO T
Je HoAE AN [R] 9 b ) g 7 [l 051 ] RE 791 % 4 $0
FRREShaE b Ay EEHE-

Z45H WAP 5% Rl R 7R LA &
R R 1.

EGGC XK PSPEBPE E E

(a)
t

EGGC CK C B

{b) -
H pUCI18

EGGC CK EEC B 1kb

) zrrrrrad— -1 —wd 5V40 —

B,(L'

H1 BANKREEERRKREAAHG
(a) RAHEMEAZER (WAP): (b) WAP 5A
ras EEM RS (o0 WAP 5 AHHEE

SEEIRBEREN GPA) MRAHH
2. WAP M5, m: 42 F, J: HEF.
—: S EXEE, L Py AF S . RUIBHEEB.
BamH I .,C:Sac 1 ,E.;EcoR 1 .G ;Bgll ,K;
Kpnl ,P:Pst I . X:Xho! .B/L:BamH 1 &5

Bel 1 & b &5 #0457

WAP 5' 515 $ A Ha-ras S REN7E /R P
Feaktl. FkMEE /B WAP2.5kb 5" Ll
X, 33bp ¥ REIEEFH, 9bp FHIK polylink-
er, 1bp 8 BamH 1 linker 883 (C) & 4. 9kb

ey et

# A Ha-ras 3% & Sma | /BamH | . %
IFE®N ATG, PolyA Mefis & 3" TFiX
¥k N\ Ha-ras $E3: R ¥ 5. #8228/
BWAPS' LilfX#)EcoR | /Kpn ! HEREZR
pUC 18, ABamH I ¥]1 &£ £ T BamH |
linker i A Ha-ras #£7£[H Sma [ /BamH 1 Jy
Bt. Ha-ras 21 Sam | {i S {i T HEFELE
5 7 23bp. 7. 4kb #ZHE EcoR 1 /Hind K}y
BHTHER. BT 5 BREESNERAE
AR H 4 HEE /) B R ELAR ok i F
T WAP-ras #£HFH#IEIE (RNA K¥), 1 H

/N A WAP-ras ZEH 89 A8 (UL FHE R R
7] B W 5E 1} WAP-ras ]334 88 (2 #F98 A9 7E L.

/N WAP 655 NH R IR VELF I B IR 30E
| (PA) B[ cDNA 7e/pRALIR A S 7E
BERL AL EROLHEAT T R tPA (LAPA)
FH cDNA 1L EZLIR U4 B RGK I 4
Wh, FEEMHE S DB WAP2. 5kb5' F#%IX . 33bp
i FREFITY . tPA 8 LAtPA ¢cDNA B
f SV40 1y PolyA 5 5. IR ERH MR
WAP 5" 5§ EcoR I /Kpn 1 W EEwf& 1 pUC18
# 5% b 2. 3kb #9 (PA 5 LAtPA ¢DNA #4,
tPA cDNA # 3’ ##45 SV40 Bel 1 /BamH 1 Jf
BE#4. 5 2kb & 1E BamH [ /Hind B F B
8. FEHER/NEIIT B (PA BFRIX
ik 250pg/ml. fE— RUH T EE S
HERLOFEAMIA TP LAWPAMEE RN
3ug/ml, FERAEYIEVE LA EERRHN
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AR EN —EKIEXFE. K 5F86HK
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WX . A% {E 5 AR K BB 2 BR AT 14 N EEBRY
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BF1& 180bpHa.
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ZEmM. BRXLGFS TGA A mEKX
SHREUHAZHENE R ZEEHN
“TATA” B K “TTTAAAT”, 5 LKk
NEFHREFES N EINMREET (atrio-
dactyla retroposon) JF#17,
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X: Xho I, S/X: Sal I § Xho I #p & 34;.

Fosl MEOERBEF ARMBEENER
EEPBRFPRE. REAMFERES « sl BE
H#ERX 21kb 9 5’ E#WX, SFBF1, AEF
1, bR 2 T FEGE S ATG GiH#45,
7.5kb B AR BEBEE (31bp HFEME LXK
% 1kb ) PolyA i & T#HX), 6. 5kb #94 a sl

BEOEHRY 3 W (WEF 12 HrZE5EBF
19U K 2kb (19 3" T B MEBEERN: #§
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BR AR EHFX, HF A Xho 1 {7 G4lA
7. 5kb #) N PR BEREE A Sal T 7 Bt 39kb ()
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~-RABEFEZREER, FLiHPmAREE
81k 1—2mg/ml.

Teoesl BMEAREFN S A KELEN
(lactoferrin gene, hLF) @& H 40, Hya
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G B ABFIEERSHWELEERNSE,
ELFF 01 T R4 X FE B K 3h 4% 2 1 S 4.
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S RH ST 1AlA L * CAAL FATH

PolyA 55 /F%, HEARRME (A, . F,
% KB DB ERA S EMFEEE. KEB-
MEAXFSBKX I 7.2kb, 9 PMIMEF /D
M 21bp E 525bp A%, ShEF 1, 9 £ 40,
525bp K 5", 3" EBFERX, /M BT 2 I 63bp 4
B 12bp & 5" dEBIFX A1 17 ME AR, S B F
3, 4, 5, 6, 7 9 27, 21, 24, 42, 525bp,
ST 8 1< 48bp RILEE — M EAER, & 1L{E
5 (TAA) fo&R4r 3" EBFEX. &5 MM
WMEREREEMFS (TGTCCTY, AHMETF
5 L#—510bp, #PEBF 1 (26bp), ShEF 3
(2484bp), 48 T 7 (5051bp) IR E F 7
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(a) KEBPMEOERE; (b) KRBPBEHER
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(o) RFBEAXEEADARAE-2 BEE (hIL-
2) (R G (D) X3BEQEESAREY
BB EESEYET (CFTR) BB EH
.

. pMECQEFNGMEFF, B: 48F, [

HEF.— S EEHN. ! . PlyAf§ 8.4
Vg S5A:Xbal .B:BamH | ,E:EcoR I .
F:Hinfl . M: Smal ., N: Not!l ., S;Sall.

KR BEBEQREES CAT ARERKL
E/NRELBR P RARY. REAMEFREARRRKE
AR BBEOREN S LK (—2300bp 3
—524bp), M EBF 1 HE AN EF 1 (+
490bp), CAT #H. R RV FE 0.5kb {1y
5" kWX A 0.5kb 5" WA KR B-BEDEN
BIv[#5 % CAT EHEFBREIRA.

REREOREES ADHARA E-2
(hIL-2) EHERGARFPRFHERE IS
W hiL-2 ZREA R BEERFBEAREE
5 JEBIREK UPBTF D N, RATHETL
MEY B EZ ARG S0 (TGTCCT), 4Rk, &
WEFF. PolyA MIA{E5 & 3" Tk hil-2 ZEH
#Wa. 7.3kb MM EEFELERBERATHE
H. &83p 4 AEEFER AT PR AR
THEYENEW hIL-2. BREELANEQR
PRI, REWEHRRA.

¥(PMEAEEESABES AL ERS
S8 T E F (cystic fibrosis transme !

irane

conductance regulator, CFTR) ¥ #H /DR
FLUR i MR K I WS, CFTR — A
FEH, HERMZLREIET ABELFLE
iy 4. CFTR [ cDNA 5' 34275 % BB,
BEAEEHENBT 2, 3 WmSHEF7HE £
EWHEEFMELERES L 4kb, 3" T
B2y 5.1kb 9 B2, 17.8kb B A A K B
BAXEEE. EHERNPRATPEIT
CFTR. CFTR 5HRA 3%, 25 H R 15 w40
SR ERER A RNE, B TREGE
AT SR 10%, IR\ AARKRERSK
Ho AT DA M #o 4 7 CFTR REE A XEH.

AU LA EAEFREEESREERDY
RIEMAERE, BLAARFERERE, AT
EOER S mAH LXK RRA MG, L
R TEEETLIZ cDNA, WU REHEHA K
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R, dEfpgiRiiE A WFLR A K WH o
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EMERRZ P &N YA RS R
WRERBEREFX—RE, KGR
REaFEARCKERNPLRTRAEGR
. A THEAREHFERMATEOERY
FTERFREMEAR, iR, ZREKE
KUAXEREZMEEESFOHEH, AT
HHRERSHARAREACRFTFZER, A
WEEHBRZENEGE S, TEARAHE
BT, BEmiRFRy S, 3' WS, ' E
HRAETFPHAZEFS. BEMATEOR
B A £ Fak I 1 $2 W B B 52 AT REXT 4R 5 R I
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H¥EE DY LHIRE, FAKHYERE
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PR Ry e KR A HH 2hi
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WA, BRF—UXFEMTFRS, BENE/FE
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ABSTRACTS

SHENGWUHUAXUE YU SHENGWUWULI JINZHAN
Prog. Biochem. Biophys. (China)

19%4; 21 (1) + 89

(China)., 1994: 21 (1): 27

As a family of multifunctional cell-proliferation
regulating factor, TGF-B has great potential in
clinical application. Both naturaly secreted and
recombinantly expressed TGF-3 are existed in
the inactive form of latent complex. Activation
of latent TGF-B complex is an important path-
way of modulating the biological function of
TGF-B. This review concerns on the molecular
structure of both natural and recombinant la-
tent TGF-B complexes. and their possible acti-
vation mechanisms under physiological condi-
tions.

Key words

transforming growth factor-8, la-

tent complex, activation mechanism

Lipid Containing Protein . Pan Huazhen. (In-

stitute of Basic Medical Sciences Chinese
Acadamy of Medical Sciences. Beijing
100005). Prog. Biochem. Biophys. (China).

1994: 21 (1: 31

Proteins anchored in membrane by fatty acids
or glycosylphosphatidylinsitol have been found
in a wide variety of cells. Recent evidence

shows that the function of these proteins wide-

duction. This review summarizes the progress
in the past few years concerning the structure,
biosynthesis and functions of these proteins.

Key words lipid containing protein. palmitic
acid myristic acid , glycosylphosphatidylino -

sitol. structure, biosynthesis, function

Progress in the Studies on Gene Mutations of
Factor Vll. Geng Jieping. Qi Zhengwu. Chen
Zhu . ( Shanghai Institute of Biochemistry ,
Academia Sinica. Shanghai 200031). Prog.
Biochem. Biophys. (China), 1994: 21 (1): 36
Human factor Vll is an important cofactor in

the intrinsic blood coagulation. Hemophilia A

is the most common severe inherited ble(?ding
disease due to the deficiency or abnormality of
factor VI. Factor VNI gene has been successfully
cloned and expressed in eukaryotic cells that
promotes the studies on the gene mutations of
factor VI widely and thoroughly. This article
introduces the recent progress about this field,
and new techniqués used in researches. The
study on gene abnormalities of factor VE can be
regarded as an excellent example both in depth
and width for researches of the congenital dis-
eases.

coagulation factor Vll. hemophilia

Key words

A. gene mutations

Gene Expression Specifically in Mammary
Chen Rui-
huan. (Unstitute of Biophysics. Academia Sini-
ca. Beijing 100101). Prog. Biochem. Biophys.
(China). 1994: 21 (1): 42

Heterogeneous genes express specifically in

Glands of Transgenic Animals.

mammary glands of transgenic animals is es-
tablished recently in gene engineering. The
milk protein genes and their fusion fashions
with heterogenous genes, the necessary ele-
ments and the possi
expression of the recombinant genes in trans-
genic animals are introduced.

Key words milk protein genes, transgenic an-
imals, mammary-gland-specific gene expres-

sion

Progression in p53 and Rb Gene Methylation.
Yang Heping. Zhou Airu, Tang Jian. (Depart-
ment of Cardiopulmonary Endocrine. Beijing
Medical University., Beijing 100083). Prog.
Biochem. Biophys. (China), 1994: 21 (1): 48
Progress in p53 and retinoblastoma (Rb) gene
methylation is introduced. CpG dinucleotides

are the hot spots of DNA methylation and mu-



