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Preparation and Properties of Long Half-Life
Recombinant Human Superoxide Dismutase.
Luo Xunyr, Wang Jingyi., Xie Bangtie. Li
Zhanging. Liu Xiaolin. Chen Xiaosui. (Labo-
ratory of Molecular Biology, Naval General
Hospital. Beijing 100037). Prog. Biochem.
Biophys. (China). 1994:21(3): 234

Recombinant human Cu/Zn SOD (rhCu/Zn
SOD) obtained from E. coli was covalently
linked with an amphipathic molecule poly-
(styrene-co-maleic acid) butyl ester (SMA)
When 42% free amino

groups of the enzyme were modified. 88%) re-

via amide linkage.

mained enzyme activity was obtained. The re-
sults of circular dichroism of rhCu/Zn SOD
and SMA-rhCu/Zn SOD indicated that the
structure of the modified rhCu/Zn SOD was
scarcely changed. Its biological half-life in
blood was prolonged 22 times. and its abilities
to resist pepsin and trypsin were increased sig-
nificantly.

rhCu/Zn SOD. chemical modifica-

tion of protein. SMA, genetic engineering

Key words

Purification and Properties of the Alkaline
CMCase Derived from Bacillus sp. 074. Wang
Dong. Song Guijing. Gao Peiji. (Institute of
M:'crébz’o!gy. Shandong University,
250100). Prog. Biochem. Biophys. (China),
1994:21(3): 237

An alkaline CMCase was partially purified

Jinan

from the culture medium of Bacillus sp. O74.
purified 27.9 fold by
sephadex G-100 gel filtration.

The enzyme was
ion-exchange
chromatography and hydrophobic interaction
chromatography. The enzyme was character-
ized by demonstration of optimum activity at
50C and pH 7. 0. and its molecular weight of
52 500 determined by gel filtration. The pH

range of the enzyme showing the activity is

from pH 4 to 12, and at pH 9 and 10. it can
keep 80% and 70% of the maximum activity
respectively. The enzyme was stable in the
presence of the most metal ions. surface active
agents and auxiliaries.

Key words purification. cellulase. alkaline
Extraction of DNA From Formalin-Fixed.
Paraffin-Embedded Tissues for the Analysis of
Immunoglobulin Heavy Chain Gene Rearrange-
ment. Zhang Jianzhong. Zhu Yuanxiao. Wang
( Department of

Jianan. Zheng Jianqgiang.

Kegongwe: Hospital, Beijing
100101). Prog. Biochem. Biophys. (China).
1994:21(3): 241

Gene rearrangement analysis plays an increas-

Pathology.

ing important role in the diagnosis of lym-
phomas. The possibility of detecting im-
munoglobulin heavy chain gene rearrangement
in formalin-fixed, paraffin-embedded tissues
was examined. 30 cases of lymphoid lesions.
only 11 have been extracted with high molecu-
lar DNA which could be used in southern blot.
and others showed DNA degradation in some
degree. The degraded DNA could also be used
in antigen receptor gene analysis after ampli-
fied by polymerase chain reaction. DNA analy-
sis using paraffin-embedded tissues has poten-
tial clinical and research applications in detect-
ing gene abnormalities in rare-and difficult cas-
es of lymphomas in which fresh specimen was
not available.
Key words paraffin-embedded tissues, ex-
traction -of DNA. gene rearrangement analy-

sis, lymphoma

Amplification. Cloning and Identification of
Full-Length Coding Sequence for Human
Myelin Basic Protein. Chen Junjie. Wang Ruo-

han. Cheng Hanhua. Chen Pu. Li Changlong.



