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ME POUZEHR-MADNAFRMKZATET, RABEREFIEREK. KadR+P, POUES
HAERETRRLEARERVANZHEREREFZ2ARORES L.

X7

MR EF R FEDFHARIER, £
EAFE AR S5 B E A e, 28] RF
FKixFX. B, FRIGENATRER &
R IR F I FFEFEE (homeotic selector gene) #J
RIEFYREND. XBEEFRRHHEDRE
RHZATHEF, RAFXRHN DNA 45K,
Bl [ R F %] (homeodomain, homeobox,
HD)™, EfiI# T HD 85K, & POU 454y
WELHR—EDNA FIFRUEEEH, B
HD BZEFH — %Kik HPOU XEHx®
WY EFHDNAGSRWEELSWEAZ
—BL HRF Pit-1 (AT RKBEEY - FEE
FIEFHEF) . Oct-2 (B AR E M FE R T
BF) & Unc-86 (RHEAFHETET) F. &
¥ POU X & 3 (POU-domain protein) s POU
EH. WAL ME AR AR E
Bl ER A FIUEH, REZ POU EASWHE RS
KEHXK.

1 POU X#y4#

W Pit-1, Oct-1 f1 Oct-2 ) cDNA E&
FEERITFHIFRBE, POU BHEM DNA 4K
IRE) POU X, 1 147156 & EBRAR; %
XX 844 POU 57 X (POUs) #1 POU [FIE
RX (POUsp) (B 1). N 5%#] POUs B 69—
BAMEAEBRAM, HPFH 48 MRFABE.
POUs & MR BRIELE M. POUs-A Hl
POUs-B. POUs fil POU w2 [0 4 — B & BF W[

POU EH, R BEYHT, M2 EZ%K BS54k

FREREX, & 14 —25 MEERKRKRE. POUw
AL TE POU ik, 1 H7E HD K&K A+
¥R E AR —BUE, A POUWwRY
60 MEERREEPE 32 MESFHE. POUyp
E3INMHEMRRESEH. SEEED AHEY
BB BE- -8R E (HTH) S5 A, 4
B =R AR B W R ST, JLFRT
H POU R EEHH ZH RVWFCN J¥5.
POUwp#) N 5l C S & —HRFHRHER
ERMRE. NHSMREYAR S—6 MMHER
B, CH7APHE 451, XEREREXT
POU ZEH# DNA &5 hRE R FEF iR L
AA[Afy. BE#E, POUs N ¥ 7 MRFFREH
A 4—5 MRHERAE.

— POUs — —POU ;5
A B Hl H2 H3

{#<F KQRRIKLG SQTTICR VVRVWFCNRROKEKR

¥
RKRKRRTTI

B1 POUEOMSEH

R POU X ¢4 # A B8R FF 5 H &
B, % POU &H{4+ & POU-1 —POU-V &
H. BE—HAWZAREF, HEE POUs Al
POUmW MR X EEH B RFHE HE
POU X LIS, fFE POU RiEEHYERIAHALE

YR EH B 1993-07-23, BSEIHMA: 1993-12-12
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=257, I -BRESHREERBREN X,
AL AR-HFEARETFX (Pit-1, Oct-1 &
Oct-2), i WA ABKEE S X (Brn-2, Oct-1
K Oct-2), A HEMRE SKX (Tst-1/SCIP/
Oct-6).

2 POU X#yThik

Pit-1, Oct-1 ) — & ¥ X B B 55 K 9,
POUs fl POUwp X T HA. ¥ 78 DNA & &
#WELATH. POUs aJ# & Pit-1 3T H 5
RIRGIFEFIES S 1000 %, MEFHEHFEE
BHEMSENFRF DNA LS ERANEEDSY,; &
2 Wt DNA #98& B Ji-E 0 i A0 516 H Br
HEMHS. POUp At DNA £S5 RIEEXE
B, MIKNF «TIF/VP16 EH 5 Oct-1 #4[H
WFF A E 3 & POUp, 127 POUsp
S 5EAR-EFRMHELER®. H POUs
N %5 POUwp N, C ﬁ%&“liﬁl’ﬂﬁ*]ﬁiﬁﬁ%
READ, ¥ POU E8 Y5 DNA 5%
%%[5]-

Z i) HD B 2% & (1 #9 DNA 25 & i
HENA-TESK, M POUBEHAMNE SIS
Al A (A/T)s; TTTGCAT, (A/T )¢ 1
TATNCAT sk Hir4EFEHS. 4 POU 8 Y
DNA # & ¥ B &F, POUs #1 POUwo 4 5 5
TATNCAT fl A-T E&5 K42

3 POUZRBAN=-R{EH

MRERE R, POU EAXESIFEZR
AFURAKERX S HiS5 6 DNA THES.
B, Pit-1, Oct-2 Ml Cfl-a 76 5 3 26 )i = 5T
B ant, HRIAHFEM ., K DNA #E A
F-BHEHRARGAE A, X F b E] A 5 1E AT 4
SR FEHEE 1, % Oct-2 #1 Pit-1 (HFR %
B, BERZEGHEMEEAER-— Ry
POUs FX. POUs RMUAT 4+ G4k #i DNA 4 7E
BHE-BEERMAEER. ERR R _B&, MH
4[] — 40 M A [ B %k 69 POU F ik & & 2 1)
FR_EHRESBAAEEER. Oct-1 7]
g POUm B B h REEERBES

KW E VP16 BEEYE S, BUIGEKE R
Fesgl A EHRZ A AHEAE Wl i
POUmp/t 5. Oct-2 POUp 2 — N EHELEH
3N ERET RS VP16 M4 St
X —4518. POUwdt S B U7 B 0
b2 B L P WRARHEE . BREARRKRER
A Cfl-a # POUwp 28 — 1 #jiE 8¢ I-POU #y
POUw B —8 B A M S LR 8
NGBS AR

ERIAA XYM RBEE R BA KB
DNA @ POU RZEERQ ZEMAHEER, HEE
HRMHIELFRAEN POUBTERS DNA
gAY, XHE, M —H A 400 [ B KA
1) & F POU E A M Al S AH B8] 555 Y,
B —HERY R EMER, REFERE.

4 POU EBMFRE

MEARERMEMESAEEMELSRNE
SRMAENRFS, WE—RIETEFERA
FEBIELNEE. I IRSREGFELE
SO = e s £ G

R T 3 [ U 7 BE A v 0K POU RK &
H4k% 54.: POU-1 (Pit-1), POU-I (Oct-
1, Oct-2), POU-T (Brn-1., Brn-2, Tst-1 &
Cfl-a), POU-N (Brn-3, Unc-86 & 1 -POU)
1 POU-V (Oct-3/4). FAGEHANL, BEHE
LA 28 MR B OR 7 L5 R il 1 X R A #f
SBEKEEFLRS FPOU EEMEFED, &
B2 A5 M R HFRE POU RikEH
i —Ff, A L ER AL R & FRE A E AR
K. FFEMAMAR MR EF XS POU EEHA
e, /g Purkinje 4% A Brn-1 Hl
Brn-2, ifif 90K 40 BE W] & 38 Tst-1, Oct-1 Ml
Oct-2; # b2 X#% H KA Oct-2, FEHHREK
af [&] B 5 i £ Brn-1, Brn-2, Brn-3, Tst-1 &
Oct-1 ) Fik. POU EOEMHAL 2 MRS,
HELRERAE LG HAE HWILEDD
POU EHANEL BT LT KL, H
18 B A A T BB B AR R R, X B EE R
o B 28 00 A 0 A 2 41 R R T O W S B
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H. POUBEBHARERSEINIEFARBETH
RIS L HE. REBMK A FLBRREAILA
POU &H, [-POU EHTHEWHEE (Cam-
pos-Ortega 1 Hartenstein & X #) & B B &
13) FHHETRE LMET. 2R HE
TTH, RAATBHHE TR Cll-a ®
KRERBIERERX, HIFERE LS
ARt RIA Clla, XEBKEF. ML
2, BIEHE WM TR 2R R A

POU ZEHRRAZHE R T A WILH M.
RV AT EER, Oct-3/4 ERERKRTFHRE
K YARZMEBRERN, 2858 M Oct-
3/4 HRIK. MEBRX Oct-3/4 #1 Tst-1 9 ft
TE1E 5 1E FIERH POU EE XA 5@ MBI %
BHEGAFEM. Pit-l EEEH S5V TIE
i~ 2R CAP (L S ML ™A Pit-1 5514
Tt ——CAP 5" Mgy ERTT T 3" M)
W fvER T BTE S Pit-1 EEHR, |/
5. XEE, KKFE Pit-1 RG4S 5 MMIE
YW T, ERREMIE RAE Y Pit-1 KF
Mk ERE, Aa%da 3 MMRESALA,
MHFERE. Pic-1 ZEIE, AETHEEREX W
i) 4 i A 1

5 POUEBBHREMESMS 1L

SEEBEMREY, Unc-86 (I E ST
AfME Ak, ISR MBS TH KL
Unc-86 RIEFRHE T FEAMSE TR IFHFEE
R0 (HEMM SIS B Unc-86 AR
%W Unc-86 KiK., AT & w2 A
HMEH B, mec-3 RMBARENFFRAUE
K EERERE, HERAMKH Unc-86, {H Unc-
86 H AR T mec-3 XL M —E£. Unc-
86 il mec-3 WRIAFYILEE AT R EEZH
—RIER LT L.

Pit-1 TEMFL KNP ERFIH £ EF P &1E
HEARAE L. Pit-1 MFEXEFREER
MR WM. (EH WA K E S
WANHE. Pit-1 fEM TR EMARKEE
BATFRERAMGEER" #EEEGEDR

16 SREEEFR AR, NRRAEE
K#E., BARNTRBEE, LBEMER
P = Far W K B #F Pit-1 BB SEA
HEH &4 A, W Jackson 1k &, NS EH
Pi-1 EEHHABRHERRBEKREZDH
(RFLP). Snell fkf& X4 T BN BEREE (G~
T, BFEEEHRE ™Y POUp N WFC—
CFC, REF#H ARG DNA X IEH
JCHARS. Pit-1 M EERTH LR =4S WAR
HMMEEREEER, MMEEXESHUERA
A B E RN T H TSR ALE.

EWARBIYME RS, Tst-1 (SCIP/
Oct-6) FEFHEHL TR AHMBE RN
ARt 7 B I 4 A AR AL 7T 45 B BR RE A = KT
Tst-1 #ik, WHHES 58T, A6 Tst-1
it 5% DNA X LS, 8% %R
FYER. Brn-2 5 Tst-1 88 —4 POU EH,
EARTEREOCEHEFHRE, LS
343 UME B B E (CRH). DNA-EHAH
VRS H £, Brn-2 [ #4# 5 CRH
BETH S MLEES; HERLR RN Bro-
2 A[fff CRH B3l FH# R IEHERE 40 F. X—
HALIERR, WEL KPS RS KL POU
FEHEA#FEFIEE, b EEER K
CENEE ik 3 S G R Tl 35 L o
1k.
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MR EZRTWRIENA, EIPRGNIET RS, RO HHNL. ANLN, THEAULNEFE U
BREA (MEHED) ERAREMNSCREQR, 42 F8K 3000 000, KELH 0. 9um. BRI 4H
M- Z-%%, BRANL. EEBMEREENLERTAE S THEAER, FEENLEE TR

HEPUNTHFRURATSENRE O EEN .

XliE] BEAS WEEA), FUL, WURA%, Sl

L PN W48 R 3h ¥z Bh 7 s A AR FF I AT
1. VLAY M2 EFHF AT UL YEE R ]
EER? BT 50 18, Huxley #1 Niedergerke
A B Huxley #1 Hanson £ T & 2 #1171
#R (sliding filament model). i£4 K Ik,
BRI IR R L (ULERE
) fMAlLE shEHL) FHEMEER T
7, WL 89 W48 5 &F 5k 2 4 UL £ #K #t
ATP 7K % FF BE R B el BB A A2 A0 X #E 3h i)
%%Cl-—a_'.

1 MM EF RS FEE=NY
L

R ER LS (0. 6mol/L) BilabH
LA 4E, MU LN BRER LU ER
72, SRRl s E B MR, H
RE—EMKA. XFEEUZEAMILRE
BT AR A LR A 4, #Roh “LIRE LR AR 48
Huxley #1 Hanson 1954
f£). HA% % Natori (1954 ) it % BUHL o £

( ghost myofibril;

ML 4 ARk SR B 3 “BUE”, HFEAE X
P v 5EER T UURS B R L 48 M5 T3¢,
MEEEFETUNAKRAA “PEESH”.
XREN AP, BR & AL A 4 &
b, MFEFESHLA Y W AE T-1189 S 9 A ¢
FEULIR 5 48 69 T2 25 F0 L P9 48 AR Y 5K ). $
b, BUEMBEFREMEXAMR S, &
A KLAEKA, TUM%EU—W%?EV]
Efﬂlﬁﬂ.?ﬁ, ERHHEALZ Y Z-ZEEE R X

s AEIFEHUARBIZH, @ C-Hle, S-
ﬂﬂ.‘.’f.i’;\ T-WL, milee, SEPRRLLZ, SRYEALLL
BoALZHEF UL (ine filament)™5. &5,
Funatsu % f| H B 1 & 3 (gelsolin) #I 5 e BE
RERRER A AR BB BULA MR S LS &
HEMAULBREH 2, #HFKEMRAERHER, &
BPEMEFNFEEERERTHNLHNEE.
L2255 AL P9 40 f 2 el 4 VAT, B R ALR A 4E
H) M-285 Z-28, HE12{X ¥4 4nm.

CEFARREE RIS,
ki HER: 1995-05 12, PR, 1993-11-2
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Recent Advances in the Study of Haptoglobin.
Wang Fengjun. i Ao.
(Burn Institute. The Third Military Medical
College. Chongqging 630038). Prog. Biochem.
Biophys. (China). 1994:21(5) : 386-—389

Haptoglobin. belonging to the group of acute

Huang Wenhua.

phase reactant proteins in the serum. is an aci-
doglycoprotein. and exhibits genetic polymor-
phism by the difference in the types of light
chains it contains. The biosynthesis and degra-
dation of hapteglobin are mainly carried out in
the liver and regulated by some cytokines.
prostaglandins and hormones. Haptoglobin has
multifaceted biological activities. so it is be-
lieved that haptoglobin may be an important
regulating protein to be present in the serum.
Key words haptoglobin. structure. function
Recent Advance on Spider Peptide Neurotoxin
Research. lLiang Songping. Pan Xin. (Depart-
ment of Biology, Hunan Normal University.
Changsha 410006). Prog. Biochem. Biophys.
(China). 1994:21¢5): 390-—395

The

functions of spider peptide neurdtoxins have

chemical structures and physiological
been reviewed and introduced. These neuro
toxins can be classified briefly into two groups
according to their size. The short spider neu-
rotoxins contain 33 to 40 amino acids residues.
whereas the long ones have 66 to 77 residues.
The homologies of the neurotoxins from differ-
ent species are not evident and the physiologi-
cal activities are quite differen:. Some spider
neurotoxins were found to -ciectively affect
the sodium or calcium channels of the neuro-
muscular system of the insect and vertebrate
and were believed to be useful as tools in neu-
rophysiology and pharmacology studies.

spider toxin. neurotoxin.

Key words penp

tide. 1on channel

Glutathione: Detoxication and Toxic Metabo-
lites . Cheng Yuankai . ( Institute of Labor
Hygiene, Anshan Iron and Steel Complez,
Anshan 114001). Prog. Biochem. Biophys.
(China). 1994:21(5): 395—399

Glutathione is the major nonprotein sulfhydryl

present in cells and plays an important role in

the deactivation of oxygen radicals,
hydroperoxides and electrophiles.
recent studies show that conjugation of glu-
with vicinal

tathione some

haloalkenes. quinoid compounds. isocyanates.
isothiocvanates.  aldehydes.
aldehydes etc.
toxic metabolites.
Key words
dase. glutathione S-transferase. detoxication.

toxic metabolites

The Function of POU-domain Proteins in De-

velopment of Central Nervous System. Zhang

Li. Jia Hongti. (Department of Biochemistry,
Beijing Medical University. Beijing 100083).
Prog. Biochem. Biophys. (China).
(5): 400403

A family of POU-domain proteins is a class of

DNA specific transcription factors that contain

homeodomains (HD). During development of

the central nervous system (CNS). the spatial

and temporal expression for the POU-domain

proteins may play a crucial role in the appear-
ance of neuronal phenotypes via both homod-
imeric and heterodimeric protein-protein inter-
actions and DNA-protein interactigns in gene
requlation.
Key words POU-domain protein, transcrip-

tion factors. development of central nervous

organic

However.

dihaloalkanes.

a, P-unsaturated

wiil lead to the formation of

glutathione. glutathione peroxi-

1994: 21
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system

The Fine Mvofilament of Myofibril of Striated

Musale: Connectin. Chen Ming. (Shanghai

Institute of Physiology. Chinese Academy of

Nceences. Shanghai 200031, Prog. Biochem.
Biophys. (China). 1994:21(5): 403—406

In the myofibril of striated muscle. there are
three myofilaments: thick. thin. and fine my-
ofilaments. Titin (connectin) is a giant elastic
contractile protcin. with molecular weight of
3000 kD and length of 0. 9um. and forms fine
myofilament extended from M-line to Z-line in
the myofibril. It may play roles in maintaining
thick myofilament in the middle of sarcomere,
acting as molecular template for assembly of
thick myofilament. and modulating the myosin
activity.
Key words connectin (titin). fine myofila-

ment. myofibril. striated muscle

Production of the Useful Protein in the Silk-
worm Using the Bombyx mori Nuclear Polyhe-
drosis Virus as a Expression Vector. Zhang
Yuqing. (Suzhou Sericulture College. Suzhou
215151). Prog. Biochem. Biophys. (China).
1994:21(5) : 406—410

More and more foreign genes have been ex-
pressed in the silkworm larvae or silkworm cell
lines using the Bombyxr mor: nuclear polyhe-
drosis virus (BmNPV) as a expression vector.
The expressed products involve in many fields
such as pharmaceutics. medical diagnosis. vac-
cine production and biological control. The
characteristics of BmNPV and its genome
structure. characteristics of polyhedrin gene.
construction of recombinant BmNPV and its
expression in the silkworm larvae and cell line,
and efficiency of production for the foreign

gene products expressed in the silkworm-Bm-

NPV system and application of the expressed
product were described systematically in the
review,

Key words silkworm. Bombyx mori nuclear
polyhedrosis virus. polyhedrin gene. gene ex-

pression, recombinant virus. expression vector

Structure and Phamacalogy of V-ATPase. Ca:
Huiluo. (Institute of zoology. Academia Sini-
ca, Beijing 100080). Prog. Biochem. Bio-
phys. (China), 1994:21(5):410 414

V-ATPases are present in large numbers of or-
ganelles including lysosomes. endosomes. gol-
gi complex and several secretory granules in
animal cell. The function of V-ATPase is to
generate protonmotive force and 1o cause limit-
ed acidification of the internal space of vacuolar
system and extracellular compartments at the
expense of ATP. The acidification and the
electrochemical H™ gradient formed by V -
ATPase serve an improtant function in endo-
cytosis. exocvtosis, membrane traffic and
transport sysiems of cells. In the families of
H*-ATDPases.
given to V-ATPase. about which much has

increasing attention is being

been learned in recent years.
Key words V-ATPase. electrochemical pro-
ton gradient AgH™. vacuolar system

Progress of Interferon-Stimulated Genes
(ISGs) Research. Li Zhou. Fan Qixiu. (De-
partment of Biochemistry and Molecular Biolo-
gy. Institute of Hematology, Chinese Academy
of Medical Sciences, Tianjin 300020). Prog.
Biochem. Biophys. (China). 1994: 21 (5):
414—417

Interferon-stimulated genes (ISGs) is the cen-
tral part of the research on interferon (IFN)
function mechanism. After IFN binds to its

receptor. through signal transducing in cyto-



