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deaminase (ADA) mRNA, which included
cleavage site selection, secondary structure
analysis, biological function and homology
analysis of the gene fragment around the
cleavage site, four hammerhead ribozymes
were designed. These ribozymes targeted se-
quence around the cleavage site have hairpine
structure in which the cleavage site is in the
ring part. This gene fragment is of biological
importance in ADA gene. No homologies were
found between these gene fragments and other
murine genes. These characteristics of the
gene fragment make them easy to be paired
and cleaved by their respective ribozymes.

Key words adenosine deaminase, ribozyme.

computer design

GST-1 Gene Expression in Gastric Tumor. Qi
Chunhui, LiChunhai. (Institute of Basic Me -
Beijing 100850 ).
1994; 21 (5):

dical Sciences, Prog.
Biochem. Biophys. (China),
463—466

Increased expression of the glutathione S-
transferase (GST; E. C. 2, 5. 1,

isoenzyme is associated with both tumor and

18) = class

preneoplastic tissues. In order to further char-
acterize the alteration of GST-n gene expres-
sion during progression of carcinoma, both
the levels of GST-r DNA in one normal gas-
tric tissue and 20 gastric tumor with perineo-
plastic normal tissue. and the GST-m RNA in
the normal gastric tissue and 12 gastric poorly
differiented adenoearcinomas with correspond-
ing perineoplastic normal tissues were tested
using Dig-GST-n ¢cDNA probe by Dot blot hy-
bridization. No significant change of GST-x
DNA level. but the expression level of GST-xn
RNA in 6 of eight gastric tumors was higher
than in normal gastric tissue. and in 7 peri-

neoplastic normal tissue of twelve poorly dif-

ferentiated adenocarcinoma was higher than
that in its corresponding tumor. This suggests
that the elevation of GST-n gene expression is
related to gastric tumor. and earlier than the
changes of cell morphology.

Key words human placental glutathione S-

transferas. gastric tumor. gene expression

A Study of the Solution Behavior of Bovine
Serum Albumin by Viscesimetry. Zuo Ju.
Wang Zhigang. Liang Bo. Ouyang Di, Zhou
Yongqia. (Chemistry Department of Nankai
University, Tianjin 300071). Prog. Biochem.
Biophys. (China). 1994:21(5): 466—469

The various differences of the hydrodynamic
behavior of bovine serum albumin in NaCl,
KSCN and KI solutions were evidenced by vis-
cosimetry. Based on the empirical formula and
viscosity data. the apparent axial ratios and
apparent molecular volumes were calculated.
which were also affected by the salt proper-
ties. correspondingly.

Key words bovine serum albumin. relative
viscosity. intrinsic viscosity, apparent axial

ratio. apparent molecular volume

The Ways to Enhance Cloning Efficiency of
PCR Amplification Products. Shi Yanhong.
Zhao Shimin, Sun Yongru. (Institute of Ge-
netics, Academia Sinica, Beijing 100101).
Prog. Biochem. Biophys. (China), 1994; 21
(5): 470—471

Some ways are introduced to enhance the
cloning efficiency of PCR amplification pro-
duts. The purification of PCR products., the
speciality of PCR amplification, the remainder
of Tag polymerase. the 3'-end projection of
PCR products and the blunt end ligation are
the main factors to affect the cloning efficiency .

Key words PCR. cloning efficiency. ligation



