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The Supersecondary Motifs of Protein Struc-
ture. Sun Zhirong (Department of Biological
Science and Biotechnology, Tsinghua Universi-
ty, Beijing 100084; China).

Abstract

condary structure elements with a specific ge-

Simple combinations of a few se-

ometric arrangement have been found to occur
frequently in protein structures. These units

have been called either supersecondary struc-

RXE%

ture or motifs. Motifs are formed by packing
side chains from adjacent a helices or § strands
close to each other. Simple motifs combine to
form complex motifs. Several motifs usually
combine to form compact globular structures,
which are called domains. In other words, the
cores of domains are built up from combina-
tions of small motifs, such as a-loop-a, a-
loop-B, B-loop-a, B-loop-8 or B-a-8 motifs.
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Chemical Modification of Antisense QOligonu-
cleotides. Wang Shengqi (Institute of Radia-
tion Medicine, Beijing 100850, China).
Abstract The function of antisense oligonu-
cleotide (ASON), to great extent, depends on
its stability, bioavailability and binding or
reaction ability to the targeting sequence.
These physical and chemical properties can be
changed via specific chemical modification,
and thus enhencing ASON’ s antivirus, anti-
cancer as well as other specific gene expres-
sion inhibition activities.
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