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Membrane protein topology is the
predicting the three-
dimensional structure. Many membrane protein
topologies have been determined by using several
experimental approaches such as chemical modi-

fication and fusion-protein approach. Studies on

membrane translocation and insertion have deter-
mined two possible inserting structural elements.
Statistical studies on membrane proteins with
known topology and engineering membrane pro-
tein topology indicate a universal positive inside
rule of helical-bundle proteins. Reliable strate-
gies have been developed to predict the topology
of membrane proteins, which is of great impor-
tance to reverse biology. But there is still a long
way to go to make three-dimensional structure
predictions.
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Abstract

oxon, the most highly toxic pesticide, and was

Paraoxonase can hydrolyzes para-

paid good attention in recent decades, but there
was no published report in our country. Its exis-

tence, substrate specificity, isolation, purifica-

tion, polymorphism, genetic properties, rela-
tions with some diseases, and its protection
against organophosphorus compounds are intro-
duced. It is beneficial for further studies of its
biological properties, physiological function and
application.
Key words  paraoxonase, isolation, purifica-

tion, substrate specificity, polymorphism
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BB, BER BWEEEM A PCR 3| 11F
ARENLF P ESEEEH MBHXEFIA
(TFM A) # R4 DNA 44 £ S BR 7 3
MGLIZEEM DNA G S FY. 548
DNA CERRE, & w8 BETLF 3 E 2%

WeER B RE. 1995-06-12, f2[E H H#8. 1995-09-22



