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Abstract

oxon, the most highly toxic pesticide, and was

Paraoxonase can hydrolyzes para-

paid good attention in recent decades, but there
was no published report in our country. Its exis-

tence, substrate specificity, isolation, purifica-

tion, polymorphism, genetic properties, rela-
tions with some diseases, and its protection
against organophosphorus compounds are intro-
duced. It is beneficial for further studies of its
biological properties, physiological function and
application.
Key words  paraoxonase, isolation, purifica-
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The Methods and Applications of In Vitro
Genetics. Shi Guoli, Chen Defeng ( Institute for
Molecular Biology, Nankai University, Tian-
jin 300071, China).

Abstract In wvitro genetics is a method for
isolating and studying functional nucleic acid
molecules in test-tubes based on their special
phenotypes (e. g. binding properties, catalytic
properties). In wvitro genetic provides an effec-
tive, active method for determinating and artifi-
cial evolution of nucleic acid function sequences,
so it was widely used in investigating the regula-
tion of gene expression and biochemical reaction.
The progress of in wvitro genetic methods and
applications in recent years is reviewed.
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