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Electrostatics and Stability of Modified Copper,
Zinc Superoxide Dismutase. Li Weizhong, Miao
Fangming ( Institute of Chemical Crystallo-
graphy, Tianjin Normal University, Tianjin
300074, China).

Abstract After the lysines on the surface of

Cu, Zn superoxide dismutase are modified, the
enzyme stability increases remarkably. The rear-
range of charge structure of the enzyme due to
modification results in the change of enzyme
electrostatic field. The finite difference solution
to the Poisson-Boltzman method is used to
calculate the change of electrostatic field and the
effect on Cu, Zn ligand structure which play an
The

results show the first and second decomposition

important role to stabilize the enzyme.

constants of Cu, Zn ligand complex are reduced
by 10° and 10° after modification respectively.
Key words enzyme stability, FDPB, superox-

ide dismutase, chemical modification
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Citraconic Anhydride Modification on the
Recombinant Protein Expressed in E. coli.
Feng Dan, Yuan Yong, Zhang Yingmei, Feng
Lan, Fan Hui, Di Chunhui, Song Quansheng,
Ma Dalong ( Department of Immunology,
Beijing Medical University, Beijing 100083,
China) .
Abstract
increased by citraconic anhydride (CT) modifi-

The solubility of the protein can be

cation. According to this principle, the effects of
the CT modification on the fusion protein using
rhGM-CSF as a model which contain thrombin
cleavage sites have been studied. The result
demonstrated that the process of denature and
renature in the modified protein was much easier
than that in unmodified counterpart. In addition
the modified protein is more sensitive to throm-
bin digestion, one percent amount of thrombin
was enough to achieve the complete digestion.
The modification by CT did not effect the bioac-
tivity of rhGM-CSF. A new way was paved in
the purification of recombinant protein by CT
modification method.

citraconic anhydride, GM-CSF,

thrombin, protein modification
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