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sequences from large fragment genomic DNA is a
key step in the positional cloning of disease
genes. Exon trapping is one of the most success

ful methods. The basic principle, methodology
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improvements and practical achievements of the
exon trapping approach are reviewed in detail.
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Abstract The membrane proteins of synaptic

vesicle and their role in the neurotransmitter
release have been extensively studied. Recent
progress has occurred in this field. Synapsin T ,
synaptobrevin,

synaptophysin,  synaptoporin,

synaptotagmin ete. are important proteins in
membrane of synaptic vesicle. They play local
and autonomous regulation in the docking,
membrane fusion and exocytosis of synaptic
vesicle, especilly in the mechanism of exocytotic
fusion. A brief review of these aspects has been
made.
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