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Abstract

study the mechanism of signal transduction in

BIA Technology has been used to
E. coli and the formation of transduction
complex. BIA also been used wildly in molecular
biology research to study the interaction between
transcription factor and its operon (DNA).
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Abstract
the hydrophilic loop connecting helix IV and V

The dodecapeptide which is located in

of polypeptide D1 of spinach, was synthesized
and convalently linked to BSA. Then the
complex was injected into a rabbit. Nine weeks
later, the specific antiserum was obtained,
which showed high titer ( I: 256) in immunodif-
fusion. Western blotting showed that there was
an immunoaffinity reaction between the antibody
and D1 band of PSII reaction center D1-D2-Cyt
b5359 complex from spinach chloroplasts. There
fore, this antibody can be used as a probe to
detect D1 protein and its degraded fragment
during photoinhibition.

Key words  dodecapeptide ( 229 ~ 240) of

polypeptide D1, photosystem II reaction center,

polyclonal antibody for D1, Western blotting





