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Abstract

isons of their carbohydrate recognition domains

Based on primary structure compar-

(CRDs), the superfamily of mammalian C-type
lectins can be divided into six main families: pro-
teoglycans, type Il transmembrane receptors,
collectins, selectins, natural killer cell receptors
and multr CRD type [ transmembrane recep-
tors, while all members of each family have
homologous amino acid sequences, same overall
molecular architecture and similar biological
functions. The molecular basis for selective car-
bohydrate recognition by mammalian C-type
lectins has been established at the primary to
tertiary structure level of CRDs.

Key words C-type lectins, carbohydrate recog-

nition domains, structure, function
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Abstract

AT and AC respectively at their 5 and 3~ ends,

University,
A new class of introns that possess

has been identified in eukaryotic genome. The
AT-AC introns differ from the major class of
premRNA introns both in structural features
and in splicing mechanism. The distribution,
structural features and splicing mechanism of
AT-AC introns are discussed and compared with
major class of introns.

Key words AT-AC introns,

introns, splieosome, splice site, snRNP

major class of
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