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Abstract Adenoviruses are efficient gene trans
fer vectors for variety of cell types in vivo. The
first- generation recombinant adenoviruses that
lack El

promise in animal and human models of gene

sequences have shown tremendous
therapy. Having some limitations at aspect of
efficacy and safety, the adenovirus vectors are
being gradually improved to resolve these prob-
lems. The developments of construction of
adenovirus vectors in increasing the efficacy and
safety was described.
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Abstract
the DNA sequences in eukaryotic genome which
with the

matrix. By means of specific interaction with

Matrix association region (MAR) is

can specifically associate nuclear

some M AR-binding proteins, MAR plays impor-
tant roles in eukaryotic genes replication,
expression and regulation, and chromosomal

MAR-binding

some structural proteins in chromatin or nuclear

construction. proteins include
matrix (such as histone Hy, topoisomerase 1 &
I, HMG I/Y, lamin By, and matrins.) and
some tissue specifically expressed proteins,
including SATB, (special AT-rich binding pro-
tein 1) and osteocalcin gene promoterbinding
factors. By the relationship with the nuclear
matrix, these MAR-binding proteins can be clas-
sified in three groups, nuclear matrix- abundant
composition, rare composition and nor nuclear
matrix composition. Their interactions with
MARs were compared and analyzed as well.

Key words matrix association region ( MAR),

nuclear matrix, MAR-binding proteins





