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Molecular beacons are hairpin-shaped
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Abstract
oligonucleotide with a fluorescent moiety and a
nomr fluorescent quenching moiety attaching to
each ends and can be used to report the presence
of specific nucleic acids in homogeneous solution
or in living cells. The design principles and
advantage of molecular beacon and the applica
tion for gene mutation detection were briefly
introduced.
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Abstract

the initiation and development of breast cancer.

Aromatase plays an important role in

A full deseription is given on the structure, the
unique tissue specific expression pattern , the
factors and mechanisms involved in the expres-
sion regulation of the gene of aromatase,
CYPI19.
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