2000; 27 (1) M FEE5EMEHERE

Prog. Biochem. Biophys. « 53 -

AENE 6 BRSSO L R T 5
mis AE F R Wk

( FEEE e R BEE RS - WE AT, Lt 100850)

WE LA 7XHE (docking) JHERFFEN I3 6 2RISR X RLAE 45 75 DO RESL « WSXWS” XU R IR Ak o R ¢
AR SRS LR N T 3 6 S5 NI EAR T RERE . A0 7 T AR TR sEma, My 1% o Talid& i T
N3 6 S AN DX L) e OC Bl G SRR R ALAE 2 e Sy RO AL 25 0 b MR R AR B LA N LA 56 6 Tl R0 A ELAE 1

XEE AN E 6 Ik, NAMFE 6, o TAE, DR

ERSES Q71

ANENZFE 6 (hll-6) MHRIERNEANE 6
ZAR (hIL-6R) 1 = & 5 Il R 1 20 9500 tn 2
PEERERT - SRR IEOG T 2 B AL S A )
KA. hil-6 5 HA@EM K hiL-6R &6, &
A N AE B, 3 o A ) S B[R] () Rk,
M58 AL A9 20N, IR, hIL-6 45 hIL-6R [7]
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Based on molecular docking method, the

interaction energy and molecular
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LA RIPs A LA FH ok i 3% Bt s a5 0t e e w
(Saponaria officinalis) J5r= T BCUM, & 7E3KEL
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interaction between mutated ligand combining

functional domain “ WSXWS” of human interleukin-6
receptor ( hIL-6R) and human interleukin- 6 (hIL-6)
is studied. The conformation changes on key amino
human interleukin 6 when

acids  of receptor

combining with human interleukinr6 and the
interactions between human interleukinr6 receptor
and human interleukin-6 are analyzed.

Key words  human interleukin-6 receptor ( hIL-
6R)., human interleukir6 ( hIL-6),

docking, functional domain

molecular
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