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CCCTATCTTTTCTATGTCCAAGCTTGTGCCCATCCAAAAAGT CCAAGATG
ACACCAAAACCCTCATCAAGACAATTGTCACCAGGATCAATGACATTTCA
CACACGCAGTCAGTCTCCTCCAAACAGAAAGTCACCGGTTTGGACTTCAT
TCCTGGGCTCCACCCCATCCTGACCTTATCCAAGATGGACCAGACACTGG
CAGTCTACCAACAGATCCTCACCAGTATGCCTTCCAGAAACGTGATCCAA
ATATCCAACGACCTGGAGAACCTCCGGGATCTTCTTCACGTGCTGGCCTT
CTCTAAGAGCTGCCACTTGCCCTGGGCCAGTGGCCTGGAGACCTTGGACA
GCCTGGGGGGAGTCCTGGAAGCTTCAGGCTACTCCACAGAGGTGGTGGCC
CTGAGCAGGCTGCAGGGGTCTCTGCAGGACATGCTGTGGCAGCTGGACCT
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Abstract
from chromosome of human peripheral leucocytes by

The exon 2, 3 of ob gene were isolated

means of PCR technology. The fulllength coding
region of ob gene was obtained by in vitro splicing
with ligase. DNA sequencing confirmed that the
isolated ob coding sequence is identical to that
reported in the literature. The coding sequence for
mature OB protein was amplified by PCR, and then
cloned into an expression vector pBV220. As a
result, an expression bacteria strain was obtained.
The expressed product was preliminarily purified for
further study.
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