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The Expression of p21"*" During Sodium Butyrate
induced Apoptosis in Human Fibroblast. HUANG

Ying, ZHANG ZongYu, TONG Tamr]Jun
( Department o  Biochemistry and Molecular
Biology, Beijing Medical University, Beijing
100083, China).

Abstract  During the process of sodium butyrate

(NaBu) -induced apoptosis in 2BS cells, p21™*F!
gene expression decreased obviously and gradually,
bek2 gene expression did not decrease until apoptosis
happened, c¢myec and cfos genes expression
enhanced, while p53 and HER-2 genes expression
had no obvious change. To analyze the change of
p21™ ! promoter activity, 2BS WP cells were used,
which were stabely transfected with pDOR-WPs that
containing different length of p21™*"" promoter
followed by green fluorescence protein ( GFP) report
gene. The results showed that the level of GFP
expression decreased during NaBu induction, and the
main regulating region was O~ — 800 bp at upstream
of TATA box of p21™**! promoter. It is suggested

VAT promoter activity

that dowmrregulation of p2
was involved in the process of NaBu-induced apoptosis
in 2BS cells, which was possibly p53-independent.

Key words

sodium butyrate

; e o . 91 WAFI
apoptosis, gene expression, p .

ZFEIEEDIE S DNA 701 RNA 99 %"

N

MLE BRER

(PR RR B A B B E ST T, b5 100101)

WE AR AR H ORI AN R A I L% A, I DNA I RNA 765 85 oh (1 20 Al S22 A e 1R R
FH%é 387 Hoechst33258 Fil RiboGreen Xf DNA Hl RNA BEAT5E GE 40 M1, S5 U414 0H: DNA 78 AN [R5 A7 59 3 op (1) 43

Atk sy, HFEBAAAE T ORs Mok b, i RNA [P35 i

XBRIR SZHKIMEE, R, DNA SEf7. RiboGreen
FRAES Q344

TR 2200 G DT RRE 4 Bl A B 2 e

S ARFREIL GBI (39670361).  Tel: (010) 64888568, F-mail: beisz@ sunS. ibp. ac. en

ks H 0 1999-02-05, &I H I 1999-07-13





